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Absent Sites Aarl,Absl,Afel, Aflll,Alel,Ascl,AsiSI,Bael,Bael',Barl,Barl',BmgBl,Fsel,FspAl,MauBI,Mrel,Nrul,Pmel,Pmll,SgrDI,Spel,Srfl,Swal

7313 (8822)
8355 (8822)
3228 (8822)

Sspl
Tth111l
Xhol

0
Acc65! 1 5152 (8822)
Agel 1 8455 (8822)
Ahdl 1 6509 (8822)
Ajul 1 3998 (8822)
Ajul' 1 4030 (8822)
Alol 1 4911 (8822)
Alol 1 4879 (8822)
Arsl 1 3699 (8822)
Arsl' 1 3731(8822)
Avrll 1 8506 (8822)
BbvCl 1 1587 (8822)
Bell 1 2705 (8822)
Bglll 1 3217 (8822)
BsaBl 1 7671 (8822)
Bsml 1 7584 (8822)
BsrGI 1 4388 (8822)
BssHII 1 7939 (8822)
Bstz17I 1 2846 (8822)
BtgZI 1 5137 (8822)
Clal 1 3515 (8822)
CspCl 1 5101 (8822)
CspCl' 1 5066 (8822)
ECOICRI 1 2914 (8822)
EcoRV 1 3544 (8822)
Hpal 1 7570 (8822)
Kpnl 1 5156 (8822)
Miul 1 476 (8822)
Nael 1 695 (8822)
NgoMIV 1 693 (8822)
Notl 1 407 (8822)
Pacl 1 3560 (8822)
Pcil 1 5616 (8822)
PfMI 1 2076 (8822)
PspXI 1 3228 (8822)
Rstll 1 8279 (8822)
Sacl 1 2916 (8822)
Sacll 1 8186 (8822)
sall 1 8286 (8822)
SanDI 1 2180 (8822)
Scal 1 6989 (8822)
SgrAl 1 3450 (8822)
SnaBl 1 5135 (8822)
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TCGCGCGTTTCGGTGATGACGGTGAAAACCTCTGACACATGCAGCTCCCGGAGACGGTCACAGCTTGTCTGTAAGCGGATGCCGGGAGCAGACAAGCCCG

e I I I I
AGCGCGCAAAGCCACTACTGCCACTTTTGGAGACTGTGTACGTCGAGGGCCTCTGCCAGTGTCGAACAGACATTCGCCTACGGCCCTCGTCTGTTCGGGC

TCAGGGCGCGTCAGCGGGTGTTGGCGGGTGTCGGGGCTGGCTTAACTATGCGGCATCAGAGCAGATTGTACTGAGAGTGCACCATATGCGGTGTGAAATA

1
AGTCCCGCGCAGTCGCCCACAACCGCCCACAGCCCCGACCGAATTGATACGCCGTAGTCTCGTCTAACATGACTCTCACGTGGTATACGCCACACTTTAT

CCGCACAGATGCGTAAGGAGAAAATACCGCATCAGGCGCCATTCGCCATTCAGGCTGCGCAACTGTTGGGAAGGGCGATCGGTGCGGGCCTCTTCGCTAT

e I I I I
GGCGTGTCTACGCATTCCTCTTTTATGGCGTAGTCCGCGGTAAGCGGTAAGTCCGACGCGTTGACAACCCTTCCCGCTAGCCACGCCCGGAGAAGCGATA

TACGCCAGCTGGCGAAAGGGGGATGTGCTGCAAGGCGATTAAGTTGGGTAACGCCAGGGTTTTCCCAGTCACGACGTTGTAAAACGACGGCCAGTGCCAA

T T T
ATGCGGTCGACCGCTTTCCCCCTACACGACGTTCCGCTAATTCAACCCATTGCGGTCCCAAAAGGGTCAGTGCTGCAACATTTTGCTGCCGGTCACGGTT
pPMIR-REP seq fwd

Notl Miul

\
GCTAGCGGCCGCATACAAAAAACCAACACACAGATCCAATGAAAATAAAAGATCCTTTATTAAGCTTGACTGACACGCGTgaaatccactgggcaatcat

+——+—+ T T
CGATCGCCGGCGTATGTTTTTTGGTTGTGTGTCTAGGTTACTTTTATTTTCTAGGAAATAATTCGAACTGACTGTGCGCACctttaggtgacccgttagta
SV40 Poly A Signal 3570 rev primer
| [ >
E2F2 836-3570

gtgcccccagcattggecaggacGgeccccaacacccagectgcggggaccagatccacagttggtaatgagcttcagaaagcacgacaaagacaagatg

cacgggggtcgtaaccggtcctgCegggggttgtgggtecggacgccectggtctaggtgtcaaccattactcgaagtetttegtgetgtttctgttctac
E2F2 836-3570

NgoMIV
‘ Nael

CCCAGAGCTGCAGTTTAATGTTTAATGCCCAATTATCTCAATACAAGGAGGCTTACATGGTGCTCATAAAGACACGACCAGGCGAAACCAGGCCGGCAGG

U T T
GGGTCTCGACGTCAAATTACAAATTACGGGTTAATAGAGTTATGTTCCTCCGAATGTACCACGAGTATTTCTGTGCTGGTCCGCTTTGGTCCGGCCGTCC

miR ...-1a

E2F2 836-3570

AAATGACCCGCATGAGTCCCAGCACGGGGACCATGTTCTCTCGGTTCCAGCTCACCCTCGAAAAGTGCCACAGGCAAGGTTCTTCAGCTCACCCAGGAGC

T
TTTACTGGGCGTACTCAGGGTCGTGCCCCTGGTACAAGAGAGCCAAGGTCGAGTGGGAGCTTTTCACGGTGTCCGTTCCAAGAAGTCGAGTGGGTCCTCG

miR ...-m8

E2F2 836-3570

CAGCAGGCTGGCCAGGCGTGTGGCCACCATGGTCACTGAGGATCCTCGTGGGAGAATAGGGTTCTGGGACCTCAGGATACAATCACAAGAACCAGAAAGC

GTCGTCCGACCGGTCCGCACACCGGTGGTACCAGTGACTCCTAGGAGCACCCTCTTATCCCAAGACCCTGGAGTCCTATGTTAGTGTTCTTGGTCTTTCG
E2F2 836-3570
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TGCTTCCAAACAACCCCAGAAGGTTTTCACTTCACATGCGCTAAGCCACACAACACCTGGATGCTGGGGCACCCAAACCCTTTCCCTAAAACTCTGAACA

L I o LB LA LI LB L
ACGAAGGTTTGTTGGGGTCTTCCAAAAGTGAAGTGTACGCGATTCGGTGTGTTGTGGACCTACGACCCCGTGGGTTTGGGAAAGGGATTTTGAGACTTGT
E2F2 836-3570

CTGCAGAATGGAGGTTGAGAACACTTGGGGAGGGAGAACAAAGTCAGAACCATCCTAAAGCCAGTTTTTCAAGCTTGACCACCTCCCTCTTCCTCCCTGA

MR T T T
GACGTCTTACCTCCAACTCTTGTGAACCCCTCCCTCTTGTTTCAGTCTTGGTAGGATTTCGGTCAAAAAGT TCGAACTGGTGGAGGGAGAAGGAGGGACT
E2F2 836-3570

AGGCACACCAGCCGATCCCATTACTGTGGAAAAGGGACACCCTCTGGTCTATTCTAACACCTTTAATGGGAAAGGAGTTAGGAGCATGTCCCTGGCTTCA

UL 1
TCCGTGTGGTCGGCTAGGGTAATGACACCTTTTCCCTGTGGGAGACCAGATAAGATTGTGGAAATTACCCTTTCCTCAATCCTCGTACAGGGACCGAAGT
E2F2 836-3570

AGAAATCTCTGAATCTCCAACTCTACTGGATGATTTCCTGGAGCCCCAAGCTTTAGAAGTCCCTGGGGACACGAGTGATTTTTTTAGGGGGGCTGCTGGT

L I I I I I I
TCTTTAGAGACTTAGAGGT TGAGATGACCTACTAAAGGACCTCGGGGTTCGAAATCTTCAGGGACCCCTGTGCTCACTAAAAAAATCCCCCCGACGACCA
E2F2 836-3570

GGGGCTGGGAAGTTTCCTGGCAGAAATTATTTACCTCAGAAAGACACTGGCTTTTCTCTTACCCTCGTTTTAAAGTCTACCTGGTCCCTAAAGAAAATAC

e L B LA L T |
CCCCGACCCTTCAAAGGACCGTCTTTAATAAATGGAGTCTTTCTGTGACCGAAAAGAGAATGGGAGCAAAATTTCAGATGGACCAGGGATTTCTTTTATG
E2F2 836-3570

CACTCAGGCTGGGCCTGGTGGCTCGTGCCTGTCATCTCAACACTTTGGGAGGCCGAGGTGGTGGATCACTTGAGGTCAGGAGTTCAAGACCAGCCTGACT

MR T
GTGAGTCCGACCCGGACCACCGAGCACGGACAGTAGAGTTGTGAAACCCTCCGGCTCCACCACCTAGTGAACTCCAGTCCTCAAGTTCTGGTCGGACTGA
E2F2 836-3570

BbvCl

AACATGGCAAAACCCCGTCTCGACCAAAAATACAAAATTAGCCGGGCGTGGTGGTGCATGTCTATAGTCCCAGCTACTCTGGAGGCTGAGGCAGAAGAAT

UL 1 1
TTGTACCGTTTTGGGGCAGAGCTGGTTTTTATGTTTTAATCGGCCCGCACCACCACGTACAGATATCAGGGTCGATGAGACCTCCGACTCCGTCTTCTTA
E2F2 836-3570

CGCTTGAACCTGGGAGGCAGAGGTTGCAGTGAGCCGAGATCAGGCCACTGCACTCCAGCCTGGGCAACAGAGEGAGACTCCATCTCAAAAAAAAAAAAAA

L I I I
GCGAACTTGGACCCTCCGTCTCCAACGTCACTCGGCTCTAGTCCGGTGACGTGAGGTCGGACCCGTTGTCTCaCTCTGAGGTAGAGTTTTTTTTITTTTI
E2F2 836-3570

AGAAGAAAAAAAGAAAAGAAAATACCACTCAAAATGTGTCCTGAAGCACTCTGTGGAAGTCGGGAGGCTTCAAGTGTCACTGGCAAGACGGGGGCATGAG

L I I I I
TCTTCTTTTTTTCTTTTCTTTTATGGTGAGTTTTACACAGGACTTCGTGAGACACCTTCAGCCCTCCGAAGTTCACAGTGACCGTTCTGCCCCCGTACTC
E2F2 836-3570

CTTGTGTCCTGCACTGAATCTGAGGCTTAGCCTGGGAGGTCTAGCCCCTTGGCCAGGCAAGGTGTGAAAGGGACAGTAGAGGGGGACAGAGGCAGCTGCT

U T
GAACACAGGACGTGACTTAGACTCCGAATCGGACCCTCCAGATCGGGGAACCGGTCCGTTCCACACTTTCCCTGTCATCTCCCCCTGTCTCCGTCGACGA
E2F2 836-3570
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GAGCACACGGGGCACAAGCCTGAAGGCAGCTCCCCTGACCAGCCATATGGAGAGGCCTCTAGGGCATGAGCCTACATTCCAGACTTCAGTATTAAACTCA

et f f —t —t
CTCGTGTGCCCCGTGTTCGGACTTCCGTCGAGGGGACTGGTCGGTATACCTCTCCGGAGATCCCGTACTCGOQATGTAAGGTCTGAAGTCATAATTTGAGT
E2F2 836-3570

PfIMI

TTCCCAATGGGTCCTGCAGGCCCCTTCTTCCTTTTCTCTGATGTAATTCTTGGGGAAAGCTCCAGAGCCCAAGGAATGGGAGTCAAACACCTCTGACTTC

e T LB B I L L L
AAGGGTTACCCAGGACGTCCGGGGAAGAAGGAAAAGAGACTACATTAAGAACCCCTTTCGAGGTCTCGGGTTCCTTACCCTCAGTTTGTGGAGACTGAAG
E2F2 836-3570

SanDI

\
AGAGATGGCACATGGCTAAATGGCAGCCCAGTGGAGACCTCAGAGCAGCCCACTCACCACAAACGAGATCCTACACAGGGTCCCTGAGCATGCTGGACTT

TCTCTACCGTGTACCGATTTACCGTCGGGTCACCTCTGGAGTCTCGTCGGGTGAGTGGTGTTTGCTCTAGGATGTGTCCCAGGGACTCGTACGACCTGAA
E2F2 836-3570

TAAGACGGGCGTCTGATAAGACCCTTGTGAGTATTTGGGTAGGAGACCAAAAGCATTTCTGCAAAGGGTACACAATTAGCCCTGCTTATAGAGTGGGGGC

UL 1 = R
ATTCTGCCCGCAGACTATTCTGGGAACACTCATAAACCCATCCTCTGGTTTTCGTAAAGACGTTTCCCATGTGTTAATCGGGACGAATATCTCACCCCCG
E2F2 836-3570

AGCTGTGACCCGCTGACCACTCCTGGGAGGGGGCTAACTTGGGGGCCCAGGAATTTGAGCAAATGATGAGGCACAATTGTCCCCAGCTGGGCATTAGATC
1 ] ] ] ] ] ] ] ] ] ]

U T UL T
TCGACACTGGGCGACTGGTGAGGACCCTCCCCCGATTGAACCCCCGGGTCCTTAAACTCGTTTACTACTCCGTGTTAACAGGGGTCGACCCGTAATCTAG
E2F2 836-3570

ACATTGGGCCCCACCCTGAAATAATCCCTCGTCTCAAACTTCAGACATCAGTCAGTCAGCTCAGGAGCCATCCAACAAAACCAACTTCATATTTTAAACC

= T UL R
TGTAACCCGGGGTGGGACTTTATTAGGGAGCAGAGTTTGAAGTCTGTAGTCAGTCAGTCGAGTCCTCGGTAGGTTGTTTTGGTTGAAGTATAAAATTTGG
E2F2 836-3570

AGCTTAATGCTACAAACTTTTCTAAAAAGTGCTGTCCAGCTGAGCCTCTGAGAAAACCTAGCTCCCTGAGGGGTGGATGGCAGGCCTCTCAGACCAACCC
TCGAATTACGATGTTTGAAAAGATTTTTCACGACAGGTCGACTCGGAGACTCTTTTGGATCGAGGGACTCCCCACCTACCGTCCGGAGAGTCTGGTTGGG

miR ...8mer miR ...-m8

E2F2 836-3570

CTGAGCCTCTCTCCAGAAGTCATAGCCTTGGTTCAGCCCAGAGCACCCACATCCCAGGGTGGGTGGGGGAGAAGAGCAGCTGAGCTGAAGGGACAATGTG

GACTCGGAGAGAGGTCTTCAGTATCGGAACCAAGTCGGGTCTCGTGGGTGTAGGGTCCCACCCACCCCCTCTTCTCGTCGACTCGACTTCCCTGTTACAC
E2F2 836-3570

Bcll

GGATGATCAAGCCTCTGGGGGAACAGGCTGAAGCCAAAAGACCCCCTCAGGACCCCAGGCCTGCAGAGGTAACATGAGTTCCTCTCCCCATTAGCTGTGA

UL 1 1
CCTACTAGTTCGGAGACCCCCTTGTCCGACTTCGGTTTTCTGGGGGAGTCCTGGGGTCCGGACGTCTCCATTGTACTCAAGGAGAGGGGTAATCGACACT
E2F2 836-3570
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BstZ171

|
AGGCCTGGTCTGCCATGAAGACCTCTCTCTGTCACCCCTTCgGTATACCTGGGAAAAAAGGAGTGAACAAGTCACCAAGCCCCAGTCACCTCTGTCCTTG

U T R T
TCCGGACCAGACGGTACTTCTGGAGAGAGACAGTGGGGAAGCCATATGGACCCTTTTTTCCTCACTTGTTCAGTGGTTCGGGGTCAGTGGAGACAGGAAC
E2F2 836-3570

EcoICRI
Sacl

|
GGGTCTGAGTGAGCTCTGAGGGGTGGAGTCCTTAATGAACCATCCCCTTCAATAACATGGTGAAAAAATTCCTCCCAGGGAAGCAGAGAATGATGCCAGT
1 ] ] ] ] ] ]

UL 1 Tt R
CCCAGACTCACTCGAGACTCCCCACCTCAGGAATTACTTGGTAGGGGAAGTTATTGTACCACTTTTTTAAGGAGGGTCCCTTCGTCTCTTACTACGGTCA
E2F2 836-3570

GCCACATGGGGGGCAGAGGGGATGCTTTTGGCAGTTTTTTGTTTTAATCTGACCCTTCTTTACAGTGGGGCTGCCTCTGCCTACCAAGTCCTTGGTGCAA

U T
CGGTGTACCCCCCGTCTCCCCTACGAAAACCGTCAAAAAACAAAATTAGACTGGGAAGAAATGTCACCCCGACGGAGACGGATGGTTCAGGAACCACGTT
E2F2 836-3570

AATGGCTCCTGGACCAGCGCAAGGCAGAAACTCTGAGGAAAAGTGCECGCCACAGCCATGACAGCTGCCCCCATGCTCCTGTCTGTTTTCCACGGGAGCT

= T T T
TTACCGAGGACCTGGTCGCGTTCCGTCTTTGAGACTCCTTTTCACGaGCGGTGTCGGTACTGTCGACGGGGGTACGAGGACAGACAAAAGGTGCCCTCGA
miR ...-m8 83...er

E2F2 836-3570

PspXI
Bglll Xhol

| |
TGTCTCTGCTGGACCAGATCTCATCACTCGAGCAATTTGGACTTTCCGCCCTTCTTGGCCTTTATGAGGATCTCTCTGATTTTTCTTGCGTCGAGTTTTC

1 1
ACAGAGACGACCTGGTCTAGAGTAGTGAGCTCGTTAAACCTGAAAGGCGGGAAGAACCGGAAATACTCCTAGAGAGACTAAAAAGAACGCAGCTCAAAAG

836 fwd primer Luciferase
| <

E2F2 836-3570

CGGTAAGACCTTTCGGTACTTCGTCCACAAACACAACTCCTCCGCGCAACTTTTTCGCGGTTGTTACTTGACTGGCGACGTAATCCACGATCTCTTTTTC

LR T
GCCATTCTGGAAAGCCATGAAGCAGGTGTTTGTGTTGAGGAGGCGCGTTGAAAAAGCGCCAACAATGAACTGACCGCTGCATTAGGTGCTAGAGAAAAAG
pMIR-REP seq rev

Luciferase

‘SgrAI

CGTCATCGTCTTTCCGTGCTCCAAAACAACAACGGCGGCGGGAAGTTCACCGGCGTCATCGTCGGGAAGACCTGCCACGCCCGCGTCGAAGATGTTGGGG
1 ]

AL B LN BEL LR DL L L L N DL L BN DL L DL L AL BN R DL B I LR IR IR I L L |
GCAGTAGCAGAAAGGCACGAGGTTTTGTTGTTGCCGCCGCCCTTCAAGTGGCCGCAGTAGCAGCCCTTCTGGACGGTGCGGGCGCAGCTTCTACAACCCC

Luciferase

Clal EcoRV Pacl

|
TGTTGTAACAATATCGATTCCAATTCAGCGGGGGCCACCTGATATCCTTTGTATTTAATTAAAGACTTCAAGCGGTCAACTATGAAGAAGTGTTCGTCTT

U T LR L
ACAACATTGTTATAGCTAAGGTTAAGTCGCCCCCGGTGGACTATAGGAAACATAAATTAATTTCTGAAGTTCGCCAGTTGATACTTCTTCACAAGCAGAA

Luciferase
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Arsl
o
5' CGTCCCAGTAAGCTATGTCTCCAGAATGTAGCCATCCATCCTTGTCAATCAAGGCGTTGGTCGCTTCCGGATTGTTTACATAACCGGACATAATCATAGG
F I B S o s e o B L e e S S S P L0 0]
3 GCAGGGTCATTCGATACAGAGGTCTTACATCGGTAGGTAGGAACAGTTAGTTCCGCAACCAGCGAAGGCCTAACAAATGTATTGGCCTGTATTAGTATCC
o Luciferase
° e R L R o B A R R NS B CEEe
° Arsl'
5 TCCTCTGACACATAATTCGCCTCTCTGATTAACGCCCAGCGTTTTCCCGGTATCCAGATCCACAACCTTCGCTTCAAAAAATGGAACAACTTTACCGACC
F L I o B e o o R s e B L et e S S SC S e8]
3 AGGAGACTGTGTATTAAGCGGAGAGACTAATTGCGGGTCGCAAAAGGGCCATAGGTCTAGGTGTTGCGAAGCGAAGTTTTTTACCTTGTTGAAATGGCTGG
o Luciferase
0 L B o B
o
5 GCGCCCGGTTTATCATCCCCCTCGGGTGTAATCAGAATAGCTGATGTAGTCTCAGTGAGCCCATATCCTTGTCGTATCCCTGGAAGATGGAAGCGTTTTG
R R R B B B B B B B B R R B R B B R S R S BCL e16)
3 CGCGGGCCAAATAGTAGGGGGAGCCCACATTAGTCTTATCGACTACATCAGAGTCACTCGGGTATAGGAACAGCATAGGGACCTTCTACCTTCGCAAAAC
° Luciferase
0 : : : : : : et : : : : : R AR RS R EEEEEEE
o Ajul
5 CAACCGCTTCCCCGACTTCTTTCGAAAGAGGTGCGCCCCCAGAAGCAATTTCGTGTAAATTAGATAAATCGTATTTGTCAATCAGAGTGCTTTTGGCGAA
© et 4000
3 GTTGGCGAAGGGGCTGAAGAAAGCTTTCTCCACGCGGGGGTCTTCGTTAAAGCACATTTAATCTATTTAGCATAAACAGTTAGTCTCACG, CCGCTT
° Luciferase
o R B L L o o B A R e A e s SN R
° Ajul'
5 GAATGAAAATAGGGTTGGTACTAGCAACGCACTTTGAATTTTGTAATCCTGAAGGGATCGTAAAAACAGCTCTTCTTCAAATCTATACATTAAGACGACT
0 e et AT00
3 CTTACTTTTATCCCAACCATGATCGTTGCGTGAAACTTAAAACATTAGGACTTCCCTAGCATTTTTGTCGAGAAGAAGTTTAGATATGTAATTCTGCTGA
° Luciferase
° T e
o
5' CGAAATCCACATATCAAATATCCGAGTGTAGTAAACATTCCAAAACCGTGATGGAATGGGACAACACTTAAAATCGCAGTATCCGGAACGATTTGATTGC
0 e et AP0
3 GCTTTAGGTGTATAGTTTATAGGCTCACATCATTTGTAAGGTTTTGGCACTACCTTACCCTGTTGTGAATTTTAGCGTCATAGGCCTTGCTAAACTAACG
o Luciferase
0 B L L o e L o e e e B o
o
5 CAAAAATAGGATCTCTGGCATGCGAGAATCTGACGCAGGCAGTTCTATGCGGAAGGGCCACACCCTTAGGTAACCCAGTAGATCCAGAGGAATTCATTAT
0 b e e e e e et 4300
3 GTTTTTATCCTAGAGACCGTACGCTCTTAGACTGCGTCCGTCAAGATACGCCTTCCCGGTGTGGGAATCCATTGGGTCATCTAGGTCTCCTTAAGTAATA
° Luciferase
° f f f f f f f - f f f f f f f f f f f f
° BsrGl
5 CAGTGCAATTGTTTTGTCACGATCAAAGGACTCTGGTACAAAATCGTATTCATTAAAACCGGGAGGTAGATGAGATGTGACGAACGTGTACATCGACTGA
R R R B B B B B B B B R B R e B B B R R e le)
3 GTCACGTTAACAAAACAGTGCTAGTTTCCTGAGACCATGTTTTAGCATAAGTAATTTTGGCCCTCCATCTACTCTACACTGCTTGCACATGTAGCTGACT
° Luciferase
0 L B o B
o
5 AATCCCTGGTAATCCGTTTTAGAATCCATGATAATAATTTTCTGGATTATTGGTAATTTTTTTTGCACGTTCAAAATTTTTTGCAACCCCTTTTTGGAAA
© e et 4500
3 TTAGGGACCATTAGGCAAAATCTTAGGTACTATTATTAAAAGACCTAATAACCATT CGTGCAAGTTTTAAAAAACGTTGGGGAAAAACCTTT
° Luciferase
o R B L L o o B A R e A e s SN R

Xu et al., Transcriptome and targetome analysis in miR155 expressing cells using RNA-seq, RNA, 1010, 16: 1610-1622
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CAAACACTACGGTAGGCTGCGAAATGTTCATACTGTTGAGCAATTCACGTTCATTATAAATGTCGTTCGCGGGCGCAACTGCAACTCCGATAAATAACGC

T T T
GTTTGTGATGCCATCCGACGCTTTACAAGTATGACAACTCGTTAAGTGCAAGTAATATTTACAGCAAGCGCCCGCGTTGACGTTGAGGCTATTTATTGCG

Luciferase

GCCCAACACCGGCATAAAGAATTGAAGAGAGTTTTCACTGCATACGACGATTCTGTGATTTGTATTCAGCCCATATCGTTTCATAGCTTCTGCCAACCGA

U LI T T
CGGGTTGTGGCCGTATTTCTTAACTTCTCTCAAAAGTGACGTATGCTGCTAAGACACTAAACATAAGTCGGGTATAGCAAAGTATCGAAGACGGTTGGCT

Luciferase

ACGGACATTTCGAAGTATTCCGCGTACGTGATGTTCACCTCGATATGTGCATCTGTAAAAGCAATTGTTCCAGGAACCAGGGCGTATCTCTTCATAGCCT

1 1 1
TGCCTGTAAAGCTTCATAAGGCGCATGCACTACAAGTGGAGCTATACACGTAGACATTTTCGTTAACAAGGTCCTTGGTCCCGCATAGAGAAGTATCGGA

Luciferase
1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1
T T T T T T T T T LR T T T T T T T T T

Alol'

TATGCAGTTGCTCTCCAGCGGTTCCATCCTCTAGAGGATAGAATGGCGCCGGGCCTTTCTTTATGTTTTTGGCGTCTTCCATGGTGGATCCACGGTTCAC

U T
ATACGTCAACGAGAGGTCGCCAAGGTAGGAGATCTCCTATCTTACCGCGGCCCGGAAAGAAATACAAAAACCGCAGAAGGTACCACCTAGGTGCCAAGTG

Luc 3' seq fwd primer CMV e...oter
Luciferase
]
1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1
T T T T T T T T T T L T T T T T T T LI T T

Alol

TAAACCAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGA
1 ] ] ] ] ] ] ] ] ] ]

e I I I I
ATTTGGTCGAGACGAATATATCTGGAGGGTGGCATGTGCGGATGGCGGGTAAACGCAGTTACCCCGCCTCAACAATGCTGTAAAACCTTTCAGGGCAACT

CMV enhancer promoter

CspClI'

TTTTGGTGCCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAA

e I I I I I
AAAACCACGGTTTTGTTTGAGGGTAACTGCAGTTACCCCACCTCTGAACCTTTAGGGGCACTCAGTTTGGCGATAGGTGCGGGTAACTACATGACGGTTT

CMV enhancer promoter

SnaBI Acc65l
CspCl BtgZI Kpnl

ACCGCATCACCATGGTAATAGCGATGACTAATACgtaggttcactGATCTGGTACCTTGAATTCATGCTTCTCCTCCCTTTAGTGAGGGTAATTCTCTCT
] ]

—— f—
TGGCGTAGTGGTACCATTATCGCTACTGATTATGcatccaagtgaCTAGACCATGGAACTTAAGTACGAAGAGGAGGGAAATCACTCCCATTAAGAGAGA

CMV enhancer promoter

CTCTCCCTATAGTGAGTCGTATTAATTCCTTCTCTTCTATAGTGTCACCTAAATCGTTGCAATTCGTAATCATGTCATAGCTGTTTCCTGTGTGAAATTG

1 ] 1 ] 1 ] 1 ] 1 ] 1 ] 1 ] 1 ] 1 ] 1 ]
LA B L L B B L L B B L L IR L B L L LR L B |
GAGAGGGATATCACTCAGCATAATTAAGGAAGAGAAGATATCACAGTGGATTTAGCAACGTTAAGCATTAGTACAGTATCGACAAAGGACACACTTTAAC

TTATCCGCTCACAATTCCACACAACATACGAGCCGGAAGCATAAAGTGTAAAGCCTGGGGTGCCTAATGAGTGAGCTAACTCACATTAATTGCGTTGCGC

""I'"'I"":""I"":""I"":'"'I"":""I'"':""I"":'"'I""|""I""|""I L L |
AATAGGCGAGTGTTAAGGTGTGTTGTATGCTCGGCCTTCGTATTTCACATTTCGGACCCCACGGATTACTCACTCGATTGAGTGTAATTAACGCAACGCG
]
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TCACTGCCCGCTTTCCAGTCGGGAAACCTGTCGTGCCAGCTGCATTAATGAATCGGCCAACGCGCGGGGAGAGGCGGTTTGCGTATTGGGCGCTCTTCCG

LR I
AGTGACGGGCGAAAGGTCAGCCCTTTGGACAGCACGGTCGACGTAATTACTTAGCCGGTTGCGCGCCCCTCTCCGCCAAACGCATAACCCGCGAGAAGGC
ColE1 origin

CTTCCTCGCTCACTGACTCGCTGCGCTCGGTCGTTCGGCTGCGGCGAGCGGTATCAGCTCACTCAAAGGCGGTAATACGGTTATCCACAGAATCAGGGGA

L L L L L D L L L IR LR L LA AL IR L DL AL AL BN LA |
GAAGGAGCGAGTGACTGAGCGACGCGAGCCAGCAAGCCGACGCCGCTCGCCATAGTCGAGTGAGTTTCCGCCATTATGCCAATAGGTGTCTTAGTCCCCT
ColE1 origin

e
Pcil

TAACGCAGGAAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGAC

ATTGCGTCCTTTCTTGTACACTCGTTTTCCGGTCGTTTTCCGGTCCTTGGCATTTTTCCGGCGCAACGACCGCAAAAAGGTATCCGAGGCGGGGGGACTG
ColE1 origin

GAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTC

= T T
CTCGTAGTGTTTTTAGCTGCGAGTTCAGTCTCCACCGCTTTGGGCTGTCCTGATATTTCTATGGTCCGCAAAGGGGGACCTTCGAGGGAGCACGCGAGAG
ColE1 origin

CTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGT

U T T
GACAAGGCTGGGACGGCGAATGGCCTATGGACAGGCGGAAAGAGGGAAGCCCTTCGCACCGCGAAAGAGTATCGAGTGCGACATCCATAGAGTCAAGCCA
ColE1 origin

GTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTA

= T
CATCCAGCAAGCGAGGTTCGACCCGACACACGTGCTTGGGGGGCAAGTCGGGCTGGCGACGCGGAATAGGCCATTGATAGCAGAACTCAGGTTGGGCCAT
ColE1 origin

AGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACT

LR T
TCTGTGCTGAATAGCGGTGACCGTCGTCGGTGACCATTGTCCTAATCGTCTCGCTCCATACATCCGCCACGATGTCTCAAGAACTTCACCACCGGATTGA
ColE1 origin

ACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAAAAAACCAC

= T = LB | T
TGCCGATGTGATCTTCTTGTCATAAACCATAGACGCGAGACGACTTCGGTCAATGGAAGCCTTTTTCTCAACCATCGAGAACTAGGCCGTTTTTTTGGTG
ColE1 origin

CGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCT

UL T
GCGACCATCGCCACCAAAAAAACAAACGTTCGTCGTCTAATGCGCGTCTTTTTTTCCTAGAGTTCTTCTAGGAAACTAGAAAAGATGCCCCAGACTGCGA
ColE1 origin

CAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGAGATTATCAAAAAGGATCTTCACCTAGATCCTTTTAAATTAAAAATGAAGTTTTAAATCAA

T e T
GTCACCTTGCTTTTGAGTGCAATTCCCTAAAACCAGTACTCTAATAGTTTTTCCTAGAAGTGGATCTAGGAAAATTTAATTTTTACTTCAAAATTTAGTT
ColE1 origin

Xu et al., Transcriptome and targetome analysis in miR155 expressing cells using RNA-seq, RNA, 1010, 16: 1610-1622
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TCTAAAGTATATATGAGTAAACTTGGTCTGACAGTTACCAATGCTTAATCAGTGAGGCACCTATCTCAGCGATCTGTCTATTTCGTTCATCCATAGTTGC

UL R T
AGATTTCATATATACTCATTTGAACCAGACTGTCAATGGTTACGAATTAGTCACTCCGTGGATAGAGTCGCTAGACAGATAAAGCAAGTAGGTATCAACG
AMPr

Ahdl

CTGACTCCCCGTCGTGTAGATAACTACGATACGGGAGGGCTTACCATCTGGCCCCAGTGCTGCAATGATACCGCGAGACCCACGCTCACCGGCTCCAGAT

GACTGAGGGGCAGCACATCTATTGATGCTATGCCCTCCCGAATGGTAGACCGGGGTCACGACGTTACTATGGCGCTCTGGGTGCGAGTGGCCGAGGTCTA
AMPr

TTATCAGCAATAAACCAGCCAGCCGGAAGGGCCGAGCGCAGAAGTGGTCCTGCAACTTTATCCGCCTCCATCCAGTCTATTAATTGTTGCCGGGAAGCTA

UL 1 1
AATAGTCGTTATTTGGTCGGTCGGCCTTCCCGGCTCGCGTCTTCACCAGGACGTTGAAATAGGCGGAGGTAGGTCAGATAATTAACAACGGCCCTTCGAT
AMPr

GAGTAAGTAGTTCGCCAGTTAATAGTTTGCGCAACGTTGTTGCCATTGCTACAGGCATCGTGGTGTCACGCTCGTCGTTTGGTATGGCTTCATTCAGCTC

U T T T
CTCATTCATCAAGCGGTCAATTATCAAACGCGTTGCAACAACGGTAACGATGTCCGTAGCACCACAGTGCGAGCAGCAAACCATACCGAAGTAAGTCGAG
AMPr

CGGTTCCCAACGATCAAGGCGAGTTACATGATCCCCCATGTTGTGCAAAAAAGCGGTTAGCTCCTTCGGTCCTCCGATCGTTGTCAGAAGTAAGTTGGCC

L I I I
GCCAAGGGTTGCTAGTTCCGCTCAATGTACTAGGGGGTACAACACGTTTTTTCGCCAATCGAGGAAGCCAGGAGGCTAGCAACAGTCTTCATTCAACCGG

AMPr
! I ! I ! I ! I ! I ! I ! I ! I ! I ! I
T T T T T T T T T T T T T T T T T T T T T

Scal

GCAGTGTTATCACTCATGGTTATGGCAGCACTGCATAATTCTCTTACTGTCATGCCATCCGTAAGATGCTTTTCTGTGACTGGTGAGTACTCAACCAAGT

CGTCACAATAGTGAGTACCAATACCGTCGTGACGTATTAAGAGAATGACAGTACGGTAGGCATTCTACGAAAAGACACTGACCACTCATGAGTTGGTTCA

AMPTr

CATTCTGAGAATAGTGTATGCGGCGACCGAGTTGCTCTTGCCCGGCGTCAATACGGGATAATACCGCGCCACATAGCAGAACTTTAAAAGTGCTCATCAT

MR T
GTAAGACTCTTATCACATACGCCGCTGGCTCAACGAGAACGGGCCGCAGTTATGCCCTATTATGGCGCGGTGTATCGTCTTGAAATTTTCACGAGTAGTA
AMPr

TGGAAAACGTTCTTCGGGGCGAAAACTCTCAAGGATCTTACCGCTGTTGAGATCCAGTTCGATGTAACCCACTCGTGCACCCAACTGATCTTCAGCATCT

T LR |
ACCTTTTGCAAGAAGCCCCGCTTTTGAGAGTTCCTAGAATGGCGACAACTCTAGGTCAAGCTACATTGGGTGAGCACGTGGGTTGACTAGAAGTCGTAGA
AMPr

TTTACTTTCACCAGCGTTTCTGGGTGAGCAAAAACAGGAAGGCAAAATGCCGCAAAAAAGGGAATAAGGGCGACACGGAAATGTTGAATACTCATACTCT

U T T T
AAATGAAAGTGGTCGCAAAGACCCACTCGTTTTTGTCCTTCCGTTTTACGGCGTTTTTTCCCTTATTCCCGCTGTGCCTTTACAACTTATGAGTATGAGA
AMPr

Sspl

TCCTTTTTCAATATTATTGAAGCATTTATCAGGGTTATTGTCTCATGAGCGGATACATATTTGAATGTATTTAGAAAAATAAACAAATAGGGGTTCCGCG

U 1 T T T " T
AGGAAAAAGTTATAATAACTTCGTAAATAGTCCCAATAACAGAGTACTCGCCTATGTATAAACTTACATAAATCTTTTTATTTGTTTATCCCCAAGGCGC

Xu et al., Transcriptome and targetome analysis in miR155 expressing cells using RNA-seq, RNA, 1010, 16: 1610-1622
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CACATTTCCCCGAAAAGTGCCACCTGACGTCTAAGAAACCATTATTATCATGACATTAACCTATAAAAATAGGCGTATCACGAGATTGCAGTGAAAAAAA

e I I I I I
GTGTAAAGGGGCTTTTCACGGTGGACTGCAGATTCTTTGGTAATAATAGTACTGTAATTGGATATTTTTATCCGCATAGTGCTCTAACGTCACTTTTTTT

Hpal Bsml

TGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTC

T
ACGAAATAAACACTTTAAACACTACGATAACGAAATAAACATTGGTAATATTCGACGTTATTTGTTCAATTGTTGTTGTTAACGTAAGTAAAATACAAAG
SV40 Poly A

BsaBl

AGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGCTGATTATGATCCTCTAGAGTCGGTGGGCCTCGGGGEG

} 1 T
TCCAAGTCCCCCTCCACACCCTCCAAAAAATTTCGTTCATTTTGGAGATGTTTACACCATACCGACTAATACTAGGAGATCTCAGCCACCCGGAGCCCCC

CGGGTGCGGGGTCGGCGGGGCCGCCCCGGGTGGCTTCGGTCGGAGCCATGGGGTCGTGCGCTCCTTTCGGTCGGGCGCTGCGGGTCGTGGGGCGGGCGTC

U T
GCCCACGCCCCAGCCGCCCCGGCGGGGCCCACCGAAGCCAGCCTCGGTACCCCAGCACGCGAGGAAAGCCAGCCCGCGACGCCCAGCACCCCGCCCGCAG

AGGCACCGGGCTTGCGGGTCATGCACCAGGTGCGCGGTCCTTCGGGCACCTCGACGTCGGCGGTGACGGTGAAGCCGAGCCGCTCGTAGAAGGGGAGGTT

TCCGTGGCCCGAACGCCCAGTACGTGGTCCACGCGCCAGGAAGCCCGTGGAGCTGCAGCCGCCACTGCCACTTCGGCTCGGCGAGCATCTTCCCCTCCAA

Puromycin resistance

BssHII

GCGGGGCGCGGAGGTCTCCAGGAAGGCGGGCACCCCGGCGCGCTCGGCCGCCTCCACTCCGGGGAGCACGACGGCGCTGCCCAGACCCTTGCCCTGGTGG

T
CGCCCCGCGCCTCCAGAGGTCCTTCCGCCCGTGGGGCCGCGCGAGCCGGCGGAGGTGAGGCCCCTCGTGCTGCCGCGACGGGTCTGGGAACGGGACCACC

Puromycin resistance

TCGGGCGAGACGCCGACGGTGGCCAGGAACCACGCGGGCTCCTTGGGCCGGTGCGGCGCCAGGAGGCCTTCCATCTGTTGCTGCGCGGCCAGCCGGGAAC
1 ]

1
AGCCCGCTCTGCGGCTGCCACCGGTCCTTGGTGCGCCCGAGGAACCCGGCCACGCCGCGGTCCTCCGGAAGGTAGACAACGACGCGCCGGTCGGCCCTTG

Puromycin resistance

Sacll

CGCTCAACTCGGCCATGCGCGGGCCGATCTCGGCGAACACCGCCCCCGCTTCGACGCTCTCCGGCGTGGTCCAGACCGCCACCGCGGCGCCGTCGTCCGC

GCGAGTTGAGCCGGTACGCGCCCGGCTAGAGCCGCTTGTGGCGGGGGCGAAGCTGCGAGAGGCCGCACCAGGTCTGGCGGTGGCGCCGCGGCAGCAGGCG

Puromycin resistance

Rsrll Sall

GACCCACACCTTGCCGATGTCGAGCCCGACGCGCGTGAGGAAGAGTTCTTGCAGCTCGGTGACCCGCTCGATGTGGCGGTCCGGGTCGACGGTGTGGCGC

U T T T
CTGGGTGTGGAACGGCTACAGCTCGGGCTGCGCGCACTCCTTCTCAAGAACGTCGAGCCACTGGGCGAGCTACACCGCCAGGCCCAGCTGCCACACCGCG

Puromycin resistance

Xu et al., Transcriptome and targetome analysis in miR155 expressing cells using RNA-seq, RNA, 1010, 16: 1610-1622
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o Tth111l
5 GTGGCGGGGTAGTCGGCGAACGCGGCGGCCAGGGTGCGTACGGCCCGGGGGACGTCGTCGCGGGTGGCGAGGCGCACCGTGGGCTTGTACTCGGTCATGG
6 e e 3400
3 CACCGCCCCATCAGCCGCTTGCGCCGCCGCTCCCACGCATGCCGGGCCCCCTGCAGCAGCGCCCACCGCTCCGCGTGGCACCCGAACATGAGCCAGTACC
° Puromycin resistance

|
0 L T T T I i T B e
) Agel
5 AAGGTCGTCTCCTTGTGAGGGGTCAGGGGCGTGGGTCAGGGGATGGTGGCGGCACCGGTCGTGGCGGCCCGACCTGCAGGCATGCAAGCTAGCTTTTTGCA
0 e 8500
3 TTCCAGCAGAGGAACACTCCCCAGTCCCCGCACCCAGTCCCCTACCACCGCCGTGGCCAGCACCGCCGGCTGGACGTCCGTACGTTCGATCGAAAAACGT
o SV40 Promoter
e S e e L e e B L e o
° Avrll
5 AAAGCCTAGGCCTCCAAAAAAGCCTCCTCACTACTTCTGGAATAGCTCAGAGGCCGAGGCGGCCTCGGCCTCTGCATAAATAAAAAAAATTAGTCAGCCA
R R R B B B B B B B R R I R B R MR Le 616
3 TTTCGGATCCGGAGGTTTTTTCGGAGGAGTGATGAAGACCTTATCGAGTCTCCGGCTCCGCCGGAGCCGGAGACGTATTTATTTTTTTTAATCAGTCGGT
° SV40 Promoter
0 B L A A A R
o
5 TGGGGCGGAGAATGGGCGGAACTGGGCGGAGTTAGGGGCGGGATGGGCGGAGT TAGGGGCGGGACTATGGTTGCTGACTAATTGAGATGCATGCTTTGCA
© e et 3700
3 ACCCCGCCTCTTACCCGCCTTGACCCGCCTCAATCCCCGCCCTACCCGCCTCAATCCCCGCCCTGATACCAACGACTGATTAACTCTACGTACGAAACGT
° SV40 Promoter
0 T e
o
5 TACTTCTGCCTGCTGGGGAGCCTGGGGACTTTCCACACCTGGTTGCTGACTAATTGAGATGCATGCTTTGCATACTTCTGCCTGCTGGGGAGCCTGGGGA
L s e oL L o o e m et B e e e = 1: 016
3 ATGAAGACGGACGACCCCTCGGACCCCTGAAAGGTGTGGACCAACGACTGATTAACTCTACGTACGAAACGTATGAAGACGGACGACCCCTCGGACCCCT
° SV40 Promoter

]

0 B L L o e L o e e e B o
o
5 CTTTCCACACCAATCTTTCGTC
o Ao o o 8822
3 GAAAGGTGTGGTTAGAAAGCAG
o e
o
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