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pMIR-REP-dCMV-MAP3K7IP2 3' UTR (461-1893) wt + dwnstrm gDNA
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pMIR-REP-dCMV-MAP3K7IP2 3' UTR (461-1893) wt + dwnstrm gDNA

AarI,AbsI,AfeI,AflII,AleI,ApaI,AsiSI,BaeI,BaeI',BarI,BarI',BbvCI,BlpI,BmgBI,BstXI,BstZ17I,FseI,FspAI,MauBI,MreI,NaeI,
NgoMIV,NruI,PasI,PflMI,PmeI,PmlI,PshAI,PspOMI,SanDI,SgrDI,SpeI,SrfI,SwaI

Absent Sites 0

3893 (7563) Acc65I 1

7028 (7563) AccI 1

7196 (7563) AgeI 1

5250 (7563) AhdI 1

2739 (7563) AjuI 1

2771 (7563) AjuI' 1

3652 (7563) AloI 1

3620 (7563) AloI' 1

2440 (7563) ArsI 1

2472 (7563) ArsI' 1

470 (7563) AscI 1

3628 (7563) BamHI 1

1023 (7563) BclI 1

931 (7563) Bpu10I 1

6412 (7563) BsaBI 1

6325 (7563) BsmI 1

3007 (7563) Bsu36I 1

3878 (7563) BtgZI 1

2256 (7563) ClaI 1

479 (7563) EcoICRI 1

2005 (7563) EcoNI 1

2441 (7563) EcoO109I 1

3897 (7563) KpnI 1

1952 (7563) MluI 1

6764 (7563) MscI 1

185 (7563) NdeI 1

407 (7563) NotI 1

2301 (7563) PacI 1

4357 (7563) PciI 1

2441 (7563) PpuMI 1

1969 (7563) PspXI 1

3490 (7563) PsrI 1

3458 (7563) PsrI' 1

7020 (7563) RsrII 1

481 (7563) SacI 1

6927 (7563) SacII 1

7027 (7563) SalI 1

7219 (7563) SbfI 1

5730 (7563) ScaI 1

7301 (7563) SfiI 1

2191 (7563) SgrAI 1

3876 (7563) SnaBI 1

7096 (7563) Tth111I 1

2889 (7563) XcmI 1

Xu et al., Transcriptome and targetome analysis in miR155 expressing cells using RNA-seq, RNA, 1010, 16: 1610-1622



Thursday, April 8, 2010 3:07 PM Page 1 of 9

pMIR-REP-dCMV-MAP3K7IP2 3' UTR (461-1893) wt + dwnstrm gDNA

TCGCGCGTTTCGGTGATGACGGTGAAAACCTCTGACACATGCAGCTCCCGGAGACGGTCACAGCTTGTCTGTAAGCGGATGCCGGGAGCAGACAAGCCCG5'

AGCGCGCAAAGCCACTACTGCCACTTTTGGAGACTGTGTACGTCGAGGGCCTCTGCCAGTGTCGAACAGACATTCGCCTACGGCCCTCGTCTGTTCGGGC3'

 100

NdeI

TCAGGGCGCGTCAGCGGGTGTTGGCGGGTGTCGGGGCTGGCTTAACTATGCGGCATCAGAGCAGATTGTACTGAGAGTGCACCATATGCGGTGTGAAATA5'

AGTCCCGCGCAGTCGCCCACAACCGCCCACAGCCCCGACCGAATTGATACGCCGTAGTCTCGTCTAACATGACTCTCACGTGGTATACGCCACACTTTAT3'

 200

CCGCACAGATGCGTAAGGAGAAAATACCGCATCAGGCGCCATTCGCCATTCAGGCTGCGCAACTGTTGGGAAGGGCGATCGGTGCGGGCCTCTTCGCTAT5'

GGCGTGTCTACGCATTCCTCTTTTATGGCGTAGTCCGCGGTAAGCGGTAAGTCCGACGCGTTGACAACCCTTCCCGCTAGCCACGCCCGGAGAAGCGATA3'

 300

TACGCCAGCTGGCGAAAGGGGGATGTGCTGCAAGGCGATTAAGTTGGGTAACGCCAGGGTTTTCCCAGTCACGACGTTGTAAAACGACGGCCAGTGCCAA5'

ATGCGGTCGACCGCTTTCCCCCTACACGACGTTCCGCTAATTCAACCCATTGCGGTCCCAAAAGGGTCAGTGCTGCAACATTTTGCTGCCGGTCACGGTT3'

pMIR-REP seq fwd

 400

SacI
EcoICRI

AscINotI

GCTAGCGGCCGCATACAAAAAACCAACACACAGATCCAATGAAAATAAAAGATCCTTTATTAAGCTTGGCGCGCCGAGCTCtctcctgtcccacaaactg5'

CGATCGCCGGCGTATGTTTTTTGGTTGTGTGTCTAGGTTACTTTTATTTTCTAGGAAATAATTCGAACCGCGCGGCTCGAGagaggacagggtgtttgac3'

SV40 Poly A Signal
downstream gDNA

 500

aaaacaagtcacaaaatcCACATTAGAATATAAGTTTTTTAATTTTTATAAATAACTTATCTGTTACAAAGATAGTTTACCCAGCTAAATCACAAAACCA5'

ttttgttcagtgttttagGTGTAATCTTATATTCAAAAAATTAAAAATATTTATTGAATAGACAATGTTTCTATCAAATGGGTCGATTTAGTGTTTTGGT3'

downstream gDNA
MAP3K7IP2 3' UTR

 600

TCAACTCAAGATATCCAAATTACGTTTTATTAATAAAACAAGTAAAAACTGATTTATCAATCTTCACATAGAACTGCAGATGAAGCTGAAAAACAAGGCC5'

AGTTGAGTTCTATAGGTTTAATGCAAAATAATTATTTTGTTCATTTTTGACTAAATAGTTAGAAGTGTATCTTGACGTCTACTTCGACTTTTTGTTCCGG3'

miR-23a 7mer-1A

MAP3K7IP2 3' UTR

 700

TATTTTAAAAATAAATTGCATCAAACGTAAGGGCTTTGGGTCTATGGTTTAATTACCTAGGATTGTCATATTTCTTCCCATATACAAAATGCAAAGCCTG5'

ATAAAATTTTTATTTAACGTAGTTTGCATTCCCGAAACCCAGATACCAAATTAATGGATCCTAACAGTATAAAGAAGGGTATATGTTTTACGTTTCGGAC3'

MAP3K7IP2 3' UTR

 800

AAAGTTAGGGCTCTGACATTCATAGAGATCAACTGTAATAATCCCATTTAAAACACAGCCACTTGCAAACATTTACAGTGGGTGGTAGTCTATATTATCT5'

TTTCAATCCCGAGACTGTAAGTATCTCTAGTTGACATTATTAGGGTAAATTTTGTGTCGGTGAACGTTTGTAAATGTCACCCACCATCAGATATAATAGA3'

MAP3K7IP2 3' UTR

 900

Bpu10I

TCCATCCTTTGCTCTATTTCAGCACTTCCCTTAGCCCCATTCTAAGCACTCATATAATTTCATAATTCTGTCTTTTTAAATGCATACTGTTCTTTTTCTT5'

AGGTAGGAAACGAGATAAAGTCGTGAAGGGAATCGGGGTAAGATTCGTGAGTATATTAAAGTATTAAGACAGAAAAATTTACGTATGACAAGAAAAAGAA3'

MAP3K7IP2 3' UTR

 1000
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pMIR-REP-dCMV-MAP3K7IP2 3' UTR (461-1893) wt + dwnstrm gDNA

BclI

GATTTCAGTTATATACATTCCTGATCATCTGAATATTTTCCTTACAAAAATATATCATCAAAATAAAGAGATGCTTGAGGTTGCTTCAGTGTTCAAGTTT5'

CTAAAGTCAATATATGTAAGGACTAGTAGACTTATAAAAGGAATGTTTTTATATAGTAGTTTTATTTCTCTACGAACTCCAACGAAGTCACAAGTTCAAA3'

MAP3K7IP2 3' UTR

 1100

GCTTGTTTTTTTTTCCAGCTTTTCTTCAGTTGTCCTAAATATGGCTAGCCTTGTTTTATAAATACACATGATACTGTCACCAAGTCAGGATTAGAAATGG5'

CGAACAAAAAAAAAGGTCGAAAAGAAGTCAACAGGATTTATACCGATCGGAACAAAATATTTATGTGTACTATGACAGTGGTTCAGTCCTAATCTTTACC3'

MAP3K7IP2 3' UTR

 1200

ACTGCCCCAACAGTAAAGCATTTAAACTTCTCTCCAAAAAAAGGGCTGTAGGTACTGCTGCTGTTGCTGGTTTTGAGACTGTACTTTCCCAATAACAACT5'

TGACGGGGTTGTCATTTCGTAAATTTGAAGAGAGGTTTTTTTCCCGACATCCATGACGACGACAACGACCAAAACTCTGACATGAAAGGGTTATTGTTGA3'

MAP3K7IP2 3' UTR

 1300

GCTTGTGCAAGTTCTGTGGGACACCAAGCAGATGAAGCTTAACCTTGTTGTTCTGTCAGTGGGTTAAAAATATCTTTTGTTTTAAGCTTCCCTGTGGAAG5'

CGAACACGTTCAAGACACCCTGTGGTTCGTCTACTTCGAATTGGAACAACAAGACAGTCACCCAATTTTTATAGAAAACAAAATTCGAAGGGACACCTTC3'

MAP3K7IP2 3' UTR

 1400

ACAAACACTGTGTTGTGTCACCCACTGCTCAAGTCAGTATTTAATGTGACCTACAGACATCACTTCTGTAATATCATCTGCAATTCACTGTGCAGCATCT5'

TGTTTGTGACACAACACAGTGGGTGACGAGTTCAGTCATAAATTACACTGGATGTCTGTAGTGAAGACATTATAGTAGACGTTAAGTGACACGTCGTAGA3'

MAP3K7IP2 3' UTR

 1500

GCCTGTCTTCACACAACATTGGAACTCATGAGGGCAAAGTACAGAATAAGTAGAGGAAAGTTATTCTGTGCATACTTTCATCTCATTAATGCTTTTTTAT5'

CGGACAGAAGTGTGTTGTAACCTTGAGTACTCCCGTTTCATGTCTTATTCATCTCCTTTCAATAAGACACGTATGAAAGTAGAGTAATTACGAAAAAATA3'

miR-155 8mer

MAP3K7IP2 3' UTR

 1600

TTTAAGGCATTGTTCCTCTCAGGTAAGGCTTAAAAAGGGACATGATCGTGCTTAATTACTAAAAGGAAAAAAGAAAATTAGTTAACAAAAGGCTATTACA5'

AAATTCCGTAACAAGGAGAGTCCATTCCGAATTTTTCCCTGTACTAGCACGAATTAATGATTTTCCTTTTTTCTTTTAATCAATTGTTTTCCGATAATGT3'

miR-...8mer

MAP3K7IP2 3' UTR

 1700

CTATACATATAGAAATATAAGAAAATAATCAAGAAGAAAAGAAATCACTTAAAGCAGACTCGAGAGATCTGTACAGTAGGAAAAGCTTTcGGGTATTTCG5'

GATATGTATATCTTTATATTCTTTTATTAGTTCTTCTTTTCTTTAGTGAATTTCGTCTGAGCTCTCTAGACATGTCATCCTTTTCGAAAgCCCATAAAGC3'

MAP3K7IP2 3' UTR

 1800

CTGCACATTTGTACAGACAATGCATGCTGCTTTCCTTTGCATCTTTAGCCCCTAGATGCTGGCTTCACAGAGTGGAGACACGTTCAGGGAAGACAAAGAC5'

GACGTGTAAACATGTCTGTTACGTACGACGAAAGGAAACGTAGAAATCGGGGATCTACGACCGAAGTGTCTCACCTCTGTGCAAGTCCCTTCTGTTTCTG3'

miR-27a 7mer-1A

MAP3K7IP2 3' UTR

 1900
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pMIR-REP-dCMV-MAP3K7IP2 3' UTR (461-1893) wt + dwnstrm gDNA

PspXIMluI

AAGGCCAAGAGTACCACAGATTTCTGAAGTTCTTCCCTATCCAATGGCACACGCGTAGATCTCATCACTCGAGCAATTTGGACTTTCCGCCCTTCTTGGC5'

TTCCGGTTCTCATGGTGTCTAAAGACTTCAAGAAGGGATAGGTTACCGTGTGCGCATCTAGAGTAGTGAGCTCGTTAAACCTGAAAGGCGGGAAGAACCG3'

LuciferaseMAP3K7IP2 3' UTR

 2000

EcoNI

CTTTATGAGGATCTCTCTGATTTTTCTTGCGTCGAGTTTTCCGGTAAGACCTTTCGGTACTTCGTCCACAAACACAACTCCTCCGCGCAACTTTTTCGCG5'

GAAATACTCCTAGAGAGACTAAAAAGAACGCAGCTCAAAAGGCCATTCTGGAAAGCCATGAAGCAGGTGTTTGTGTTGAGGAGGCGCGTTGAAAAAGCGC3'

pMIR-REP seq rev

Luciferase

 2100

SgrAI

GTTGTTACTTGACTGGCGACGTAATCCACGATCTCTTTTTCCGTCATCGTCTTTCCGTGCTCCAAAACAACAACGGCGGCGGGAAGTTCACCGGCGTCAT5'

CAACAATGAACTGACCGCTGCATTAGGTGCTAGAGAAAAAGGCAGTAGCAGAAAGGCACGAGGTTTTGTTGTTGCCGCCGCCCTTCAAGTGGCCGCAGTA3'

Luciferase

 2200

ClaI

CGTCGGGAAGACCTGCCACGCCCGCGTCGAAGATGTTGGGGTGTTGTAACAATATCGATTCCAATTCAGCGGGGGCCACCTGATATCCTTTGTATTTAAT5'

GCAGCCCTTCTGGACGGTGCGGGCGCAGCTTCTACAACCCCACAACATTGTTATAGCTAAGGTTAAGTCGCCCCCGGTGGACTATAGGAAACATAAATTA3'

Luciferase

 2300

PacI

TAAAGACTTCAAGCGGTCAACTATGAAGAAGTGTTCGTCTTCGTCCCAGTAAGCTATGTCTCCAGAATGTAGCCATCCATCCTTGTCAATCAAGGCGTTG5'

ATTTCTGAAGTTCGCCAGTTGATACTTCTTCACAAGCAGAAGCAGGGTCATTCGATACAGAGGTCTTACATCGGTAGGTAGGAACAGTTAGTTCCGCAAC3'

Luciferase

 2400

ArsI'PpuMI
EcoO109I

ArsI

GTCGCTTCCGGATTGTTTACATAACCGGACATAATCATAGGTCCTCTGACACATAATTCGCCTCTCTGATTAACGCCCAGCGTTTTCCCGGTATCCAGAT5'

CAGCGAAGGCCTAACAAATGTATTGGCCTGTATTAGTATCCAGGAGACTGTGTATTAAGCGGAGAGACTAATTGCGGGTCGCAAAAGGGCCATAGGTCTA3'

Luciferase

 2500

CCACAACCTTCGCTTCAAAAAATGGAACAACTTTACCGACCGCGCCCGGTTTATCATCCCCCTCGGGTGTAATCAGAATAGCTGATGTAGTCTCAGTGAG5'

GGTGTTGGAAGCGAAGTTTTTTACCTTGTTGAAATGGCTGGCGCGGGCCAAATAGTAGGGGGAGCCCACATTAGTCTTATCGACTACATCAGAGTCACTC3'

Luciferase

 2600

CCCATATCCTTGTCGTATCCCTGGAAGATGGAAGCGTTTTGCAACCGCTTCCCCGACTTCTTTCGAAAGAGGTGCGCCCCCAGAAGCAATTTCGTGTAAA5'

GGGTATAGGAACAGCATAGGGACCTTCTACCTTCGCAAAACGTTGGCGAAGGGGCTGAAGAAAGCTTTCTCCACGCGGGGGTCTTCGTTAAAGCACATTT3'

Luciferase

 2700
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pMIR-REP-dCMV-MAP3K7IP2 3' UTR (461-1893) wt + dwnstrm gDNA

AjuI'AjuI

TTAGATAAATCGTATTTGTCAATCAGAGTGCTTTTGGCGAAGAATGAAAATAGGGTTGGTACTAGCAACGCACTTTGAATTTTGTAATCCTGAAGGGATC5'

AATCTATTTAGCATAAACAGTTAGTCTCACGAAAACCGCTTCTTACTTTTATCCCAACCATGATCGTTGCGTGAAACTTAAAACATTAGGACTTCCCTAG3'

Luciferase

 2800

XcmI

GTAAAAACAGCTCTTCTTCAAATCTATACATTAAGACGACTCGAAATCCACATATCAAATATCCGAGTGTAGTAAACATTCCAAAACCGTGATGGAATGG5'

CATTTTTGTCGAGAAGAAGTTTAGATATGTAATTCTGCTGAGCTTTAGGTGTATAGTTTATAGGCTCACATCATTTGTAAGGTTTTGGCACTACCTTACC3'

Luciferase

 2900

GACAACACTTAAAATCGCAGTATCCGGAACGATTTGATTGCCAAAAATAGGATCTCTGGCATGCGAGAATCTGACGCAGGCAGTTCTATGCGGAAGGGCC5'

CTGTTGTGAATTTTAGCGTCATAGGCCTTGCTAAACTAACGGTTTTTATCCTAGAGACCGTACGCTCTTAGACTGCGTCCGTCAAGATACGCCTTCCCGG3'

Luciferase

 3000

Bsu36I

ACACCCTTAGGTAACCCAGTAGATCCAGAGGAATTCATTATCAGTGCAATTGTTTTGTCACGATCAAAGGACTCTGGTACAAAATCGTATTCATTAAAAC5'

TGTGGGAATCCATTGGGTCATCTAGGTCTCCTTAAGTAATAGTCACGTTAACAAAACAGTGCTAGTTTCCTGAGACCATGTTTTAGCATAAGTAATTTTG3'

Luciferase

 3100

CGGGAGGTAGATGAGATGTGACGAACGTGTACATCGACTGAAATCCCTGGTAATCCGTTTTAGAATCCATGATAATAATTTTCTGGATTATTGGTAATTT5'

GCCCTCCATCTACTCTACACTGCTTGCACATGTAGCTGACTTTAGGGACCATTAGGCAAAATCTTAGGTACTATTATTAAAAGACCTAATAACCATTAAA3'

Luciferase

 3200

TTTTTGCACGTTCAAAATTTTTTGCAACCCCTTTTTGGAAACAAACACTACGGTAGGCTGCGAAATGTTCATACTGTTGAGCAATTCACGTTCATTATAA5'

AAAAACGTGCAAGTTTTAAAAAACGTTGGGGAAAAACCTTTGTTTGTGATGCCATCCGACGCTTTACAAGTATGACAACTCGTTAAGTGCAAGTAATATT3'

Luciferase

 3300

ATGTCGTTCGCGGGCGCAACTGCAACTCCGATAAATAACGCGCCCAACACCGGCATAAAGAATTGAAGAGAGTTTTCACTGCATACGACGATTCTGTGAT5'

TACAGCAAGCGCCCGCGTTGACGTTGAGGCTATTTATTGCGCGGGTTGTGGCCGTATTTCTTAACTTCTCTCAAAAGTGACGTATGCTGCTAAGACACTA3'

Luciferase

 3400

PsrIPsrI'

TTGTATTCAGCCCATATCGTTTCATAGCTTCTGCCAACCGAACGGACATTTCGAAGTATTCCGCGTACGTGATGTTCACCTCGATATGTGCATCTGTAAA5'

AACATAAGTCGGGTATAGCAAAGTATCGAAGACGGTTGGCTTGCCTGTAAAGCTTCATAAGGCGCATGCACTACAAGTGGAGCTATACACGTAGACATTT3'

Luciferase

 3500

AGCAATTGTTCCAGGAACCAGGGCGTATCTCTTCATAGCCTTATGCAGTTGCTCTCCAGCGGTTCCATCCTCTAGAGGATAGAATGGCGCCGGGCCTTTC5'

TCGTTAACAAGGTCCTTGGTCCCGCATAGAGAAGTATCGGAATACGTCAACGAGAGGTCGCCAAGGTAGGAGATCTCCTATCTTACCGCGGCCCGGAAAG3'

Luciferase

 3600
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pMIR-REP-dCMV-MAP3K7IP2 3' UTR (461-1893) wt + dwnstrm gDNA

AloIBamHIAloI'

TTTATGTTTTTGGCGTCTTCCATGGTGGATCCACGGTTCACTAAACCAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCA5'

AAATACAAAAACCGCAGAAGGTACCACCTAGGTGCCAAGTGATTTGGTCGAGACGAATATATCTGGAGGGTGGCATGTGCGGATGGCGGGTAAACGCAGT3'

CMV enhancer promoterLuc 3' seq fwd primer

Luciferase

 3700

ATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTTGGTGCCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCG5'

TACCCCGCCTCAACAATGCTGTAAAACCTTTCAGGGCAACTAAAACCACGGTTTTGTTTGAGGGTAACTGCAGTTACCCCACCTCTGAACCTTTAGGGGC3'

CMV enhancer promoter

 3800

KpnI
Acc65I

BtgZI
SnaBI

TGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCACCATGGTAATAGCGATGACTAATACgtaggttcactGATCTGGTACCTTG5'

ACTCAGTTTGGCGATAGGTGCGGGTAACTACATGACGGTTTTGGCGTAGTGGTACCATTATCGCTACTGATTATGcatccaagtgaCTAGACCATGGAAC3'

CMV enhancer promoter

 3900

AATTCATGCTTCTCCTCCCTTTAGTGAGGGTAATTCTCTCTCTCTCCCTATAGTGAGTCGTATTAATTCCTTCTCTTCTATAGTGTCACCTAAATCGTTG5'

TTAAGTACGAAGAGGAGGGAAATCACTCCCATTAAGAGAGAGAGAGGGATATCACTCAGCATAATTAAGGAAGAGAAGATATCACAGTGGATTTAGCAAC3'

CMV...er

 4000

CAATTCGTAATCATGTCATAGCTGTTTCCTGTGTGAAATTGTTATCCGCTCACAATTCCACACAACATACGAGCCGGAAGCATAAAGTGTAAAGCCTGGG5'

GTTAAGCATTAGTACAGTATCGACAAAGGACACACTTTAACAATAGGCGAGTGTTAAGGTGTGTTGTATGCTCGGCCTTCGTATTTCACATTTCGGACCC3'

 4100

GTGCCTAATGAGTGAGCTAACTCACATTAATTGCGTTGCGCTCACTGCCCGCTTTCCAGTCGGGAAACCTGTCGTGCCAGCTGCATTAATGAATCGGCCA5'

CACGGATTACTCACTCGATTGAGTGTAATTAACGCAACGCGAGTGACGGGCGAAAGGTCAGCCCTTTGGACAGCACGGTCGACGTAATTACTTAGCCGGT3'

 4200

ACGCGCGGGGAGAGGCGGTTTGCGTATTGGGCGCTCTTCCGCTTCCTCGCTCACTGACTCGCTGCGCTCGGTCGTTCGGCTGCGGCGAGCGGTATCAGCT5'

TGCGCGCCCCTCTCCGCCAAACGCATAACCCGCGAGAAGGCGAAGGAGCGAGTGACTGAGCGACGCGAGCCAGCAAGCCGACGCCGCTCGCCATAGTCGA3'

ColE1 origin

 4300

PciI

CACTCAAAGGCGGTAATACGGTTATCCACAGAATCAGGGGATAACGCAGGAAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGG5'

GTGAGTTTCCGCCATTATGCCAATAGGTGTCTTAGTCCCCTATTGCGTCCTTTCTTGTACACTCGTTTTCCGGTCGTTTTCCGGTCCTTGGCATTTTTCC3'

ColE1 origin

 4400

CCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAG5'

GGCGCAACGACCGCAAAAAGGTATCCGAGGCGGGGGGACTGCTCGTAGTGTTTTTAGCTGCGAGTTCAGTCTCCACCGCTTTGGGCTGTCCTGATATTTC3'

ColE1 origin

 4500

ATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTG5'

TATGGTCCGCAAAGGGGGACCTTCGAGGGAGCACGCGAGAGGACAAGGCTGGGACGGCGAATGGCCTATGGACAGGCGGAAAGAGGGAAGCCCTTCGCAC3'

ColE1 origin

 4600
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pMIR-REP-dCMV-MAP3K7IP2 3' UTR (461-1893) wt + dwnstrm gDNA

GCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCT5'

CGCGAAAGAGTATCGAGTGCGACATCCATAGAGTCAAGCCACATCCAGCAAGCGAGGTTCGACCCGACACACGTGCTTGGGGGGCAAGTCGGGCTGGCGA3'

ColE1 origin

 4700

GCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTA5'

CGCGGAATAGGCCATTGATAGCAGAACTCAGGTTGGGCCATTCTGTGCTGAATAGCGGTGACCGTCGTCGGTGACCATTGTCCTAATCGTCTCGCTCCAT3'

ColE1 origin

 4800

TGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTC5'

ACATCCGCCACGATGTCTCAAGAACTTCACCACCGGATTGATGCCGATGTGATCTTCTTGTCATAAACCATAGACGCGAGACGACTTCGGTCAATGGAAG3'

ColE1 origin

 4900

GGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAAAAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGAT5'

CCTTTTTCTCAACCATCGAGAACTAGGCCGTTTTTTTGGTGGCGACCATCGCCACCAAAAAAACAAACGTTCGTCGTCTAATGCGCGTCTTTTTTTCCTA3'

ColE1 origin

 5000

CTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGAGATTATCAAAAAGGATCTT5'

GAGTTCTTCTAGGAAACTAGAAAAGATGCCCCAGACTGCGAGTCACCTTGCTTTTGAGTGCAATTCCCTAAAACCAGTACTCTAATAGTTTTTCCTAGAA3'

ColE1 origin

 5100

CACCTAGATCCTTTTAAATTAAAAATGAAGTTTTAAATCAATCTAAAGTATATATGAGTAAACTTGGTCTGACAGTTACCAATGCTTAATCAGTGAGGCA5'

GTGGATCTAGGAAAATTTAATTTTTACTTCAAAATTTAGTTAGATTTCATATATACTCATTTGAACCAGACTGTCAATGGTTACGAATTAGTCACTCCGT3'

AMPrColE1 origin

 5200

AhdI

CCTATCTCAGCGATCTGTCTATTTCGTTCATCCATAGTTGCCTGACTCCCCGTCGTGTAGATAACTACGATACGGGAGGGCTTACCATCTGGCCCCAGTG5'

GGATAGAGTCGCTAGACAGATAAAGCAAGTAGGTATCAACGGACTGAGGGGCAGCACATCTATTGATGCTATGCCCTCCCGAATGGTAGACCGGGGTCAC3'

AMPr

 5300

CTGCAATGATACCGCGAGACCCACGCTCACCGGCTCCAGATTTATCAGCAATAAACCAGCCAGCCGGAAGGGCCGAGCGCAGAAGTGGTCCTGCAACTTT5'

GACGTTACTATGGCGCTCTGGGTGCGAGTGGCCGAGGTCTAAATAGTCGTTATTTGGTCGGTCGGCCTTCCCGGCTCGCGTCTTCACCAGGACGTTGAAA3'

AMPr

 5400

ATCCGCCTCCATCCAGTCTATTAATTGTTGCCGGGAAGCTAGAGTAAGTAGTTCGCCAGTTAATAGTTTGCGCAACGTTGTTGCCATTGCTACAGGCATC5'

TAGGCGGAGGTAGGTCAGATAATTAACAACGGCCCTTCGATCTCATTCATCAAGCGGTCAATTATCAAACGCGTTGCAACAACGGTAACGATGTCCGTAG3'

AMPr

 5500

GTGGTGTCACGCTCGTCGTTTGGTATGGCTTCATTCAGCTCCGGTTCCCAACGATCAAGGCGAGTTACATGATCCCCCATGTTGTGCAAAAAAGCGGTTA5'

CACCACAGTGCGAGCAGCAAACCATACCGAAGTAAGTCGAGGCCAAGGGTTGCTAGTTCCGCTCAATGTACTAGGGGGTACAACACGTTTTTTCGCCAAT3'

AMPr

 5600
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GCTCCTTCGGTCCTCCGATCGTTGTCAGAAGTAAGTTGGCCGCAGTGTTATCACTCATGGTTATGGCAGCACTGCATAATTCTCTTACTGTCATGCCATC5'

CGAGGAAGCCAGGAGGCTAGCAACAGTCTTCATTCAACCGGCGTCACAATAGTGAGTACCAATACCGTCGTGACGTATTAAGAGAATGACAGTACGGTAG3'

AMPr

 5700

ScaI

CGTAAGATGCTTTTCTGTGACTGGTGAGTACTCAACCAAGTCATTCTGAGAATAGTGTATGCGGCGACCGAGTTGCTCTTGCCCGGCGTCAATACGGGAT5'

GCATTCTACGAAAAGACACTGACCACTCATGAGTTGGTTCAGTAAGACTCTTATCACATACGCCGCTGGCTCAACGAGAACGGGCCGCAGTTATGCCCTA3'

AMPr

 5800

AATACCGCGCCACATAGCAGAACTTTAAAAGTGCTCATCATTGGAAAACGTTCTTCGGGGCGAAAACTCTCAAGGATCTTACCGCTGTTGAGATCCAGTT5'

TTATGGCGCGGTGTATCGTCTTGAAATTTTCACGAGTAGTAACCTTTTGCAAGAAGCCCCGCTTTTGAGAGTTCCTAGAATGGCGACAACTCTAGGTCAA3'

AMPr

 5900

CGATGTAACCCACTCGTGCACCCAACTGATCTTCAGCATCTTTTACTTTCACCAGCGTTTCTGGGTGAGCAAAAACAGGAAGGCAAAATGCCGCAAAAAA5'

GCTACATTGGGTGAGCACGTGGGTTGACTAGAAGTCGTAGAAAATGAAAGTGGTCGCAAAGACCCACTCGTTTTTGTCCTTCCGTTTTACGGCGTTTTTT3'

AMPr

 6000

GGGAATAAGGGCGACACGGAAATGTTGAATACTCATACTCTTCCTTTTTCAATATTATTGAAGCATTTATCAGGGTTATTGTCTCATGAGCGGATACATA5'

CCCTTATTCCCGCTGTGCCTTTACAACTTATGAGTATGAGAAGGAAAAAGTTATAATAACTTCGTAAATAGTCCCAATAACAGAGTACTCGCCTATGTAT3'

AMPr

 6100

TTTGAATGTATTTAGAAAAATAAACAAATAGGGGTTCCGCGCACATTTCCCCGAAAAGTGCCACCTGACGTCTAAGAAACCATTATTATCATGACATTAA5'

AAACTTACATAAATCTTTTTATTTGTTTATCCCCAAGGCGCGTGTAAAGGGGCTTTTCACGGTGGACTGCAGATTCTTTGGTAATAATAGTACTGTAATT3'

 6200

CCTATAAAAATAGGCGTATCACGAGATTGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAA5'

GGATATTTTTATCCGCATAGTGCTCTAACGTCACTTTTTTTACGAAATAAACACTTTAAACACTACGATAACGAAATAAACATTGGTAATATTCGACGTT3'

SV40 Poly A

 6300

BsmI

TAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGT5'

ATTTGTTCAATTGTTGTTGTTAACGTAAGTAAAATACAAAGTCCAAGTCCCCCTCCACACCCTCCAAAAAATTTCGTTCATTTTGGAGATGTTTACACCA3'

 6400

BsaBI

ATGGCTGATTATGATCCTCTAGAGTCGGTGGGCCTCGGGGGCGGGTGCGGGGTCGGCGGGGCCGCCCCGGGTGGCTTCGGTCGGAGCCATGGGGTCGTGC5'

TACCGACTAATACTAGGAGATCTCAGCCACCCGGAGCCCCCGCCCACGCCCCAGCCGCCCCGGCGGGGCCCACCGAAGCCAGCCTCGGTACCCCAGCACG3'

 6500

GCTCCTTTCGGTCGGGCGCTGCGGGTCGTGGGGCGGGCGTCAGGCACCGGGCTTGCGGGTCATGCACCAGGTGCGCGGTCCTTCGGGCACCTCGACGTCG5'

CGAGGAAAGCCAGCCCGCGACGCCCAGCACCCCGCCCGCAGTCCGTGGCCCGAACGCCCAGTACGTGGTCCACGCGCCAGGAAGCCCGTGGAGCTGCAGC3'

Puromycin resistance

 6600
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GCGGTGACGGTGAAGCCGAGCCGCTCGTAGAAGGGGAGGTTGCGGGGCGCGGAGGTCTCCAGGAAGGCGGGCACCCCGGCGCGCTCGGCCGCCTCCACTC5'

CGCCACTGCCACTTCGGCTCGGCGAGCATCTTCCCCTCCAACGCCCCGCGCCTCCAGAGGTCCTTCCGCCCGTGGGGCCGCGCGAGCCGGCGGAGGTGAG3'

Puromycin resistance

 6700

MscI

CGGGGAGCACGACGGCGCTGCCCAGACCCTTGCCCTGGTGGTCGGGCGAGACGCCGACGGTGGCCAGGAACCACGCGGGCTCCTTGGGCCGGTGCGGCGC5'

GCCCCTCGTGCTGCCGCGACGGGTCTGGGAACGGGACCACCAGCCCGCTCTGCGGCTGCCACCGGTCCTTGGTGCGCCCGAGGAACCCGGCCACGCCGCG3'

Puromycin resistance

 6800

CAGGAGGCCTTCCATCTGTTGCTGCGCGGCCAGCCGGGAACCGCTCAACTCGGCCATGCGCGGGCCGATCTCGGCGAACACCGCCCCCGCTTCGACGCTC5'

GTCCTCCGGAAGGTAGACAACGACGCGCCGGTCGGCCCTTGGCGAGTTGAGCCGGTACGCGCCCGGCTAGAGCCGCTTGTGGCGGGGGCGAAGCTGCGAG3'

Puromycin resistance

 6900

SacII

TCCGGCGTGGTCCAGACCGCCACCGCGGCGCCGTCGTCCGCGACCCACACCTTGCCGATGTCGAGCCCGACGCGCGTGAGGAAGAGTTCTTGCAGCTCGG5'

AGGCCGCACCAGGTCTGGCGGTGGCGCCGCGGCAGCAGGCGCTGGGTGTGGAACGGCTACAGCTCGGGCTGCGCGCACTCCTTCTCAAGAACGTCGAGCC3'

Puromycin resistance

 7000

Tth111IAccI
SalI

RsrII

TGACCCGCTCGATGTGGCGGTCCGGGTCGACGGTGTGGCGCGTGGCGGGGTAGTCGGCGAACGCGGCGGCGAGGGTGCGTACGGCCCGGGGGACGTCGTC5'

ACTGGGCGAGCTACACCGCCAGGCCCAGCTGCCACACCGCGCACCGCCCCATCAGCCGCTTGCGCCGCCGCTCCCACGCATGCCGGGCCCCCTGCAGCAG3'

Puromycin resistance

 7100

AgeI

GCGGGTGGCGAGGCGCACCGTGGGCTTGTACTCGGTCATGGAAGGTCGTCTCCTTGTGAGGGGTCAGGGGCGTGGGTCAGGGGATGGTGGCGGCACCGGT5'

CGCCCACCGCTCCGCGTGGCACCCGAACATGAGCCAGTACCTTCCAGCAGAGGAACACTCCCCAGTCCCCGCACCCAGTCCCCTACCACCGCCGTGGCCA3'

Puromycin resistance

 7200

SbfI

CGTGGCGGCCGACCTGCAGGCATGCAAGCTAGCTTTTTGCAAAAGCCTAGGCCTCCAAAAAAGCCTCCTCACTACTTCTGGAATAGCTCAGAGGCCGAGG5'

GCACCGCCGGCTGGACGTCCGTACGTTCGATCGAAAAACGTTTTCGGATCCGGAGGTTTTTTCGGAGGAGTGATGAAGACCTTATCGAGTCTCCGGCTCC3'

SV40 Promoter

 7300

SfiI

CGGCCTCGGCCTCTGCATAAATAAAAAAAATTAGTCAGCCATGGGGCGGAGAATGGGCGGAACTGGGCGGAGTTAGGGGCGGGATGGGCGGAGTTAGGGG5'

GCCGGAGCCGGAGACGTATTTATTTTTTTTAATCAGTCGGTACCCCGCCTCTTACCCGCCTTGACCCGCCTCAATCCCCGCCCTACCCGCCTCAATCCCC3'

SV40 Promoter

 7400

CGGGACTATGGTTGCTGACTAATTGAGATGCATGCTTTGCATACTTCTGCCTGCTGGGGAGCCTGGGGACTTTCCACACCTGGTTGCTGACTAATTGAGA5'

GCCCTGATACCAACGACTGATTAACTCTACGTACGAAACGTATGAAGACGGACGACCCCTCGGACCCCTGAAAGGTGTGGACCAACGACTGATTAACTCT3'

SV40 Promoter

 7500
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TGCATGCTTTGCATACTTCTGCCTGCTGGGGAGCCTGGGGACTTTCCACACCAATCTTTCGTC5'

ACGTACGAAACGTATGAAGACGGACGACCCCTCGGACCCCTGAAAGGTGTGGTTAGAAAGCAG3'

SV40 Promoter

 7563
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