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AarI,AbsI,AfeI,AflII,AleI,ApaI,AscI,AsiSI,BaeI,BaeI',BarI,BarI',BbvCI,BclI,BlpI,BmgBI,BsgI,BstXI,BstZ17I,FalI,FalI',
FseI,FspAI,MauBI,MluI,MreI,NaeI,NgoMIV,NruI,PasI,PmeI,PmlI,PshAI,PspOMI,SgrDI,SpeI,SrfI,SwaI

Absent Sites 0

5993 AccI 1

6161 AgeI 1

4215 AhdI 1

1704 AjuI 1

1736 AjuI' 1

2617 AloI 1

2585 AloI' 1

1405 ArsI 1

1437 ArsI' 1

6212 AvrII 1

2593 BamHI 1

923 BglII 1

825 Bpu10I 1

5377 BsaBI 1

5290 BsmI 1

2094 BsrGI 1

5645 BssHII 1

1972 Bsu36I 1

2843 BtgZI 1

1221 ClaI 1

2807 CspCI 1

2772 CspCI' 1

5536 DraIII 1

824 EcoICRI 1

970 EcoNI 1

1250 EcoRV 1

463 HindIII 1

5276 HpaI 1

185 NdeI 1

407 NotI 1

1266 PacI 1

3322 PciI 1

483 PflMI 1

934 PspXI 1

2455 PsrI 1

2423 PsrI' 1

5985 RsrII 1

826 SacI 1

5892 SacII 1

5992 SalI 1

587 SanDI 1

6184 SbfI 1

4695 ScaI 1

6266 SfiI 1

1156 SgrAI 1

2841 SnaBI 1

5019 SspI 1

6061 Tth111I 1

1854 XcmI 1

934 XhoI 1

4814 XmnI 1
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TCGCGCGTTTCGGTGATGACGGTGAAAACCTCTGACACATGCAGCTCCCGGAGACGGTCACAGCTTGTCTGTAAGCGGATGCCGGGAGCAGACAAGCCCG5'

AGCGCGCAAAGCCACTACTGCCACTTTTGGAGACTGTGTACGTCGAGGGCCTCTGCCAGTGTCGAACAGACATTCGCCTACGGCCCTCGTCTGTTCGGGC3'

 100

NdeI

TCAGGGCGCGTCAGCGGGTGTTGGCGGGTGTCGGGGCTGGCTTAACTATGCGGCATCAGAGCAGATTGTACTGAGAGTGCACCATATGCGGTGTGAAATA5'

AGTCCCGCGCAGTCGCCCACAACCGCCCACAGCCCCGACCGAATTGATACGCCGTAGTCTCGTCTAACATGACTCTCACGTGGTATACGCCACACTTTAT3'

 200

CCGCACAGATGCGTAAGGAGAAAATACCGCATCAGGCGCCATTCGCCATTCAGGCTGCGCAACTGTTGGGAAGGGCGATCGGTGCGGGCCTCTTCGCTAT5'

GGCGTGTCTACGCATTCCTCTTTTATGGCGTAGTCCGCGGTAAGCGGTAAGTCCGACGCGTTGACAACCCTTCCCGCTAGCCACGCCCGGAGAAGCGATA3'

 300

TACGCCAGCTGGCGAAAGGGGGATGTGCTGCAAGGCGATTAAGTTGGGTAACGCCAGGGTTTTCCCAGTCACGACGTTGTAAAACGACGGCCAGTGCCAA5'

ATGCGGTCGACCGCTTTCCCCCTACACGACGTTCCGCTAATTCAACCCATTGCGGTCCCAAAAGGGTCAGTGCTGCAACATTTTGCTGCCGGTCACGGTT3'

pMIR-REP seq fwd

 400

PflMIHindIIINotI

GCTAGCGGCCGCATACAAAAAACCAACACACAGATCCAATGAAAATAAAAGATCCTTTATTAAGCTTACCCTCCCCCAACCCCTGGTTTGTGCAAAGATA5'

CGATCGCCGGCGTATGTTTTTTGGTTGTGTGTCTAGGTTACTTTTATTTTCTAGGAAATAATTCGAATGGGAGGGGGTTGGGGACCAAACACGTTTCTAT3'

SV40 Poly A Signal SOCS1 3' UTR 181-634

 500

SanDI

CTGGGTATATGTAAACATGAAGAGGTAGGAGGTGCGAGTTCAGGTCCTGGCTCCAGATACAGTTAAGCTGCTACAACAACCAGGGGGACCCAGAGGGAGC5'

GACCCATATACATTTGTACTTCTCCATCCTCCACGCTCAAGTCCAGGACCGAGGTCTATGTCAATTCGACGATGTTGTTGGTCCCCCTGGGTCTCCCTCG3'

SOCS1 3' UTR 181-634

 600

ACCAGGAGGGGGAGGACCCCCTCAAGAGGTGAGAAGGGGTCTGCGGCCTCGTCTCCAGCCGAGGGCGGGAGGCGCCTCGCCCCTACACCCATCCGCTCCC5'

TGGTCCTCCCCCTCCTGGGGGAGTTCTCCACTCTTCCCCAGACGCCGGAGCAGAGGTCGGCTCCCGCCCTCCGCGGAGCGGGGATGTGGGTAGGCGAGGG3'

SOCS1 3' UTR 181-634

 700

TCCAACCCAGGCCGGGGAGGGTACCCACATGGTTCCAGGCAAGTAATAACAAAATAACACGGCATCCCAGTTAATGCTGCGTGCACGGCGGGCGCTGCCG5'

AGGTTGGGTCCGGCCCCTCCCATGGGTGTACCAAGGTCCGTTCATTATTGTTTTATTGTGCCGTAGGGTCAATTACGACGCACGTGCCGCCCGCGACGGC3'

miR-155 8mer

SOCS1 3' UTR 181-634

 800

SacI
Bpu10I

EcoICRI

GTCAAATCTGGAAGGGGAAGGAGCTCAGGTAGTCGCGGAGGACGGGGTTGAGGGGGATGCGAGCCAGGTTCTCGCGGCCCACGGTGGCCACGATGCGCTG5'

CAGTTTAGACCTTCCCCTTCCTCGAGTCCATCAGCGCCTCCTGCCCCAACTCCCCCTACGCTCGGTCCAAGAGCGCCGGGTGCCACCGGTGCTACGCGAC3'

SOCS1 3' UTR 181-634

 900
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EcoNIXhoI

PspXI

BglII

GCGGCACAGCTCCTGCAGCGGAGATCTCATCACTCGAGCAATTTGGACTTTCCGCCCTTCTTGGCCTTTATGAGGATCTCTCTGATTTTTCTTGCGTCGA5'

CGCCGTGTCGAGGACGTCGCCTCTAGAGTAGTGAGCTCGTTAAACCTGAAAGGCGGGAAGAACCGGAAATACTCCTAGAGAGACTAAAAAGAACGCAGCT3'

LuciferaseSOCS1 3' UTR 181-634

 1000

GTTTTCCGGTAAGACCTTTCGGTACTTCGTCCACAAACACAACTCCTCCGCGCAACTTTTTCGCGGTTGTTACTTGACTGGCGACGTAATCCACGATCTC5'

CAAAAGGCCATTCTGGAAAGCCATGAAGCAGGTGTTTGTGTTGAGGAGGCGCGTTGAAAAAGCGCCAACAATGAACTGACCGCTGCATTAGGTGCTAGAG3'

pMIR-REP seq rev

Luciferase

 1100

SgrAI

TTTTTCCGTCATCGTCTTTCCGTGCTCCAAAACAACAACGGCGGCGGGAAGTTCACCGGCGTCATCGTCGGGAAGACCTGCCACGCCCGCGTCGAAGATG5'

AAAAAGGCAGTAGCAGAAAGGCACGAGGTTTTGTTGTTGCCGCCGCCCTTCAAGTGGCCGCAGTAGCAGCCCTTCTGGACGGTGCGGGCGCAGCTTCTAC3'

Luciferase

 1200

PacIEcoRVClaI

TTGGGGTGTTGTAACAATATCGATTCCAATTCAGCGGGGGCCACCTGATATCCTTTGTATTTAATTAAAGACTTCAAGCGGTCAACTATGAAGAAGTGTT5'

AACCCCACAACATTGTTATAGCTAAGGTTAAGTCGCCCCCGGTGGACTATAGGAAACATAAATTAATTTCTGAAGTTCGCCAGTTGATACTTCTTCACAA3'

Luciferase

 1300

CGTCTTCGTCCCAGTAAGCTATGTCTCCAGAATGTAGCCATCCATCCTTGTCAATCAAGGCGTTGGTCGCTTCCGGATTGTTTACATAACCGGACATAAT5'

GCAGAAGCAGGGTCATTCGATACAGAGGTCTTACATCGGTAGGTAGGAACAGTTAGTTCCGCAACCAGCGAAGGCCTAACAAATGTATTGGCCTGTATTA3'

Luciferase

 1400

ArsI'ArsI

CATAGGTCCTCTGACACATAATTCGCCTCTCTGATTAACGCCCAGCGTTTTCCCGGTATCCAGATCCACAACCTTCGCTTCAAAAAATGGAACAACTTTA5'

GTATCCAGGAGACTGTGTATTAAGCGGAGAGACTAATTGCGGGTCGCAAAAGGGCCATAGGTCTAGGTGTTGGAAGCGAAGTTTTTTACCTTGTTGAAAT3'

Luciferase

 1500

CCGACCGCGCCCGGTTTATCATCCCCCTCGGGTGTAATCAGAATAGCTGATGTAGTCTCAGTGAGCCCATATCCTTGTCGTATCCCTGGAAGATGGAAGC5'

GGCTGGCGCGGGCCAAATAGTAGGGGGAGCCCACATTAGTCTTATCGACTACATCAGAGTCACTCGGGTATAGGAACAGCATAGGGACCTTCTACCTTCG3'

Luciferase

 1600

GTTTTGCAACCGCTTCCCCGACTTCTTTCGAAAGAGGTGCGCCCCCAGAAGCAATTTCGTGTAAATTAGATAAATCGTATTTGTCAATCAGAGTGCTTTT5'

CAAAACGTTGGCGAAGGGGCTGAAGAAAGCTTTCTCCACGCGGGGGTCTTCGTTAAAGCACATTTAATCTATTTAGCATAAACAGTTAGTCTCACGAAAA3'

Luciferase

 1700

AjuI'AjuI

GGCGAAGAATGAAAATAGGGTTGGTACTAGCAACGCACTTTGAATTTTGTAATCCTGAAGGGATCGTAAAAACAGCTCTTCTTCAAATCTATACATTAAG5'

CCGCTTCTTACTTTTATCCCAACCATGATCGTTGCGTGAAACTTAAAACATTAGGACTTCCCTAGCATTTTTGTCGAGAAGAAGTTTAGATATGTAATTC3'

Luciferase

 1800
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XcmI

ACGACTCGAAATCCACATATCAAATATCCGAGTGTAGTAAACATTCCAAAACCGTGATGGAATGGGACAACACTTAAAATCGCAGTATCCGGAACGATTT5'

TGCTGAGCTTTAGGTGTATAGTTTATAGGCTCACATCATTTGTAAGGTTTTGGCACTACCTTACCCTGTTGTGAATTTTAGCGTCATAGGCCTTGCTAAA3'

Luciferase

 1900

Bsu36I

GATTGCCAAAAATAGGATCTCTGGCATGCGAGAATCTGACGCAGGCAGTTCTATGCGGAAGGGCCACACCCTTAGGTAACCCAGTAGATCCAGAGGAATT5'

CTAACGGTTTTTATCCTAGAGACCGTACGCTCTTAGACTGCGTCCGTCAAGATACGCCTTCCCGGTGTGGGAATCCATTGGGTCATCTAGGTCTCCTTAA3'

Luciferase

 2000

BsrGI

CATTATCAGTGCAATTGTTTTGTCACGATCAAAGGACTCTGGTACAAAATCGTATTCATTAAAACCGGGAGGTAGATGAGATGTGACGAACGTGTACATC5'

GTAATAGTCACGTTAACAAAACAGTGCTAGTTTCCTGAGACCATGTTTTAGCATAAGTAATTTTGGCCCTCCATCTACTCTACACTGCTTGCACATGTAG3'

Luciferase

 2100

GACTGAAATCCCTGGTAATCCGTTTTAGAATCCATGATAATAATTTTCTGGATTATTGGTAATTTTTTTTGCACGTTCAAAATTTTTTGCAACCCCTTTT5'

CTGACTTTAGGGACCATTAGGCAAAATCTTAGGTACTATTATTAAAAGACCTAATAACCATTAAAAAAAACGTGCAAGTTTTAAAAAACGTTGGGGAAAA3'

Luciferase

 2200

TGGAAACAAACACTACGGTAGGCTGCGAAATGTTCATACTGTTGAGCAATTCACGTTCATTATAAATGTCGTTCGCGGGCGCAACTGCAACTCCGATAAA5'

ACCTTTGTTTGTGATGCCATCCGACGCTTTACAAGTATGACAACTCGTTAAGTGCAAGTAATATTTACAGCAAGCGCCCGCGTTGACGTTGAGGCTATTT3'

Luciferase

 2300

TAACGCGCCCAACACCGGCATAAAGAATTGAAGAGAGTTTTCACTGCATACGACGATTCTGTGATTTGTATTCAGCCCATATCGTTTCATAGCTTCTGCC5'

ATTGCGCGGGTTGTGGCCGTATTTCTTAACTTCTCTCAAAAGTGACGTATGCTGCTAAGACACTAAACATAAGTCGGGTATAGCAAAGTATCGAAGACGG3'

Luciferase

 2400

PsrIPsrI'

AACCGAACGGACATTTCGAAGTATTCCGCGTACGTGATGTTCACCTCGATATGTGCATCTGTAAAAGCAATTGTTCCAGGAACCAGGGCGTATCTCTTCA5'

TTGGCTTGCCTGTAAAGCTTCATAAGGCGCATGCACTACAAGTGGAGCTATACACGTAGACATTTTCGTTAACAAGGTCCTTGGTCCCGCATAGAGAAGT3'

Luciferase

 2500

BamHIAloI'

TAGCCTTATGCAGTTGCTCTCCAGCGGTTCCATCCTCTAGAGGATAGAATGGCGCCGGGCCTTTCTTTATGTTTTTGGCGTCTTCCATGGTGGATCCACG5'

ATCGGAATACGTCAACGAGAGGTCGCCAAGGTAGGAGATCTCCTATCTTACCGCGGCCCGGAAAGAAATACAAAAACCGCAGAAGGTACCACCTAGGTGC3'

C...Luc 3' seq fwd primer

Luciferase

 2600

AloI

GTTCACTAAACCAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCC5'

CAAGTGATTTGGTCGAGACGAATATATCTGGAGGGTGGCATGTGCGGATGGCGGGTAAACGCAGTTACCCCGCCTCAACAATGCTGTAAAACCTTTCAGG3'

CMV enhancer promoter

 2700
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CspCI'

CGTTGATTTTGGTGCCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACT5'

GCAACTAAAACCACGGTTTTGTTTGAGGGTAACTGCAGTTACCCCACCTCTGAACCTTTAGGGGCACTCAGTTTGGCGATAGGTGCGGGTAACTACATGA3'

CMV enhancer promoter

 2800

BtgZI
SnaBI

CspCI

GCCAAAACCGCATCACCATGGTAATAGCGATGACTAATACgtaggttcactGATCTGGTACCTTGAATTCATGCTTCTCCTCCCTTTAGTGAGGGTAATT5'

CGGTTTTGGCGTAGTGGTACCATTATCGCTACTGATTATGcatccaagtgaCTAGACCATGGAACTTAAGTACGAAGAGGAGGGAAATCACTCCCATTAA3'

CMV enhancer promoter

 2900

CTCTCTCTCTCCCTATAGTGAGTCGTATTAATTCCTTCTCTTCTATAGTGTCACCTAAATCGTTGCAATTCGTAATCATGTCATAGCTGTTTCCTGTGTG5'

GAGAGAGAGAGGGATATCACTCAGCATAATTAAGGAAGAGAAGATATCACAGTGGATTTAGCAACGTTAAGCATTAGTACAGTATCGACAAAGGACACAC3'

 3000

AAATTGTTATCCGCTCACAATTCCACACAACATACGAGCCGGAAGCATAAAGTGTAAAGCCTGGGGTGCCTAATGAGTGAGCTAACTCACATTAATTGCG5'

TTTAACAATAGGCGAGTGTTAAGGTGTGTTGTATGCTCGGCCTTCGTATTTCACATTTCGGACCCCACGGATTACTCACTCGATTGAGTGTAATTAACGC3'

 3100

TTGCGCTCACTGCCCGCTTTCCAGTCGGGAAACCTGTCGTGCCAGCTGCATTAATGAATCGGCCAACGCGCGGGGAGAGGCGGTTTGCGTATTGGGCGCT5'

AACGCGAGTGACGGGCGAAAGGTCAGCCCTTTGGACAGCACGGTCGACGTAATTACTTAGCCGGTTGCGCGCCCCTCTCCGCCAAACGCATAACCCGCGA3'

Co...in

 3200

CTTCCGCTTCCTCGCTCACTGACTCGCTGCGCTCGGTCGTTCGGCTGCGGCGAGCGGTATCAGCTCACTCAAAGGCGGTAATACGGTTATCCACAGAATC5'

GAAGGCGAAGGAGCGAGTGACTGAGCGACGCGAGCCAGCAAGCCGACGCCGCTCGCCATAGTCGAGTGAGTTTCCGCCATTATGCCAATAGGTGTCTTAG3'

ColE1 origin

 3300

PciI

AGGGGATAACGCAGGAAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCC5'

TCCCCTATTGCGTCCTTTCTTGTACACTCGTTTTCCGGTCGTTTTCCGGTCCTTGGCATTTTTCCGGCGCAACGACCGCAAAAAGGTATCCGAGGCGGGG3'

ColE1 origin

 3400

CCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGC5'

GGACTGCTCGTAGTGTTTTTAGCTGCGAGTTCAGTCTCCACCGCTTTGGGCTGTCCTGATATTTCTATGGTCCGCAAAGGGGGACCTTCGAGGGAGCACG3'

ColE1 origin

 3500

GCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAG5'

CGAGAGGACAAGGCTGGGACGGCGAATGGCCTATGGACAGGCGGAAAGAGGGAAGCCCTTCGCACCGCGAAAGAGTATCGAGTGCGACATCCATAGAGTC3'

ColE1 origin

 3600

TTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAAC5'

AAGCCACATCCAGCAAGCGAGGTTCGACCCGACACACGTGCTTGGGGGGCAAGTCGGGCTGGCGACGCGGAATAGGCCATTGATAGCAGAACTCAGGTTG3'

ColE1 origin

 3700

Xu et al., Transcriptome and targetome analysis in miR155 expressing cells using RNA-seq, RNA, 1010, 16: 1610-1622
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CCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGC5'

GGCCATTCTGTGCTGAATAGCGGTGACCGTCGTCGGTGACCATTGTCCTAATCGTCTCGCTCCATACATCCGCCACGATGTCTCAAGAACTTCACCACCG3'

ColE1 origin

 3800

CTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAAAA5'

GATTGATGCCGATGTGATCTTCTTGTCATAAACCATAGACGCGAGACGACTTCGGTCAATGGAAGCCTTTTTCTCAACCATCGAGAACTAGGCCGTTTTT3'

ColE1 origin

 3900

AACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCT5'

TTGGTGGCGACCATCGCCACCAAAAAAACAAACGTTCGTCGTCTAATGCGCGTCTTTTTTTCCTAGAGTTCTTCTAGGAAACTAGAAAAGATGCCCCAGA3'

ColE1 origin

 4000

GACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGAGATTATCAAAAAGGATCTTCACCTAGATCCTTTTAAATTAAAAATGAAGTTTTA5'

CTGCGAGTCACCTTGCTTTTGAGTGCAATTCCCTAAAACCAGTACTCTAATAGTTTTTCCTAGAAGTGGATCTAGGAAAATTTAATTTTTACTTCAAAAT3'

ColE1 origin

 4100

AATCAATCTAAAGTATATATGAGTAAACTTGGTCTGACAGTTACCAATGCTTAATCAGTGAGGCACCTATCTCAGCGATCTGTCTATTTCGTTCATCCAT5'

TTAGTTAGATTTCATATATACTCATTTGAACCAGACTGTCAATGGTTACGAATTAGTCACTCCGTGGATAGAGTCGCTAGACAGATAAAGCAAGTAGGTA3'

AMPr

 4200

AhdI

AGTTGCCTGACTCCCCGTCGTGTAGATAACTACGATACGGGAGGGCTTACCATCTGGCCCCAGTGCTGCAATGATACCGCGAGACCCACGCTCACCGGCT5'

TCAACGGACTGAGGGGCAGCACATCTATTGATGCTATGCCCTCCCGAATGGTAGACCGGGGTCACGACGTTACTATGGCGCTCTGGGTGCGAGTGGCCGA3'

AMPr

 4300

CCAGATTTATCAGCAATAAACCAGCCAGCCGGAAGGGCCGAGCGCAGAAGTGGTCCTGCAACTTTATCCGCCTCCATCCAGTCTATTAATTGTTGCCGGG5'

GGTCTAAATAGTCGTTATTTGGTCGGTCGGCCTTCCCGGCTCGCGTCTTCACCAGGACGTTGAAATAGGCGGAGGTAGGTCAGATAATTAACAACGGCCC3'

AMPr

 4400

AAGCTAGAGTAAGTAGTTCGCCAGTTAATAGTTTGCGCAACGTTGTTGCCATTGCTACAGGCATCGTGGTGTCACGCTCGTCGTTTGGTATGGCTTCATT5'

TTCGATCTCATTCATCAAGCGGTCAATTATCAAACGCGTTGCAACAACGGTAACGATGTCCGTAGCACCACAGTGCGAGCAGCAAACCATACCGAAGTAA3'

AMPr

 4500

CAGCTCCGGTTCCCAACGATCAAGGCGAGTTACATGATCCCCCATGTTGTGCAAAAAAGCGGTTAGCTCCTTCGGTCCTCCGATCGTTGTCAGAAGTAAG5'

GTCGAGGCCAAGGGTTGCTAGTTCCGCTCAATGTACTAGGGGGTACAACACGTTTTTTCGCCAATCGAGGAAGCCAGGAGGCTAGCAACAGTCTTCATTC3'

AMPr

 4600

ScaI

TTGGCCGCAGTGTTATCACTCATGGTTATGGCAGCACTGCATAATTCTCTTACTGTCATGCCATCCGTAAGATGCTTTTCTGTGACTGGTGAGTACTCAA5'

AACCGGCGTCACAATAGTGAGTACCAATACCGTCGTGACGTATTAAGAGAATGACAGTACGGTAGGCATTCTACGAAAAGACACTGACCACTCATGAGTT3'

AMPr

 4700
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CCAAGTCATTCTGAGAATAGTGTATGCGGCGACCGAGTTGCTCTTGCCCGGCGTCAATACGGGATAATACCGCGCCACATAGCAGAACTTTAAAAGTGCT5'

GGTTCAGTAAGACTCTTATCACATACGCCGCTGGCTCAACGAGAACGGGCCGCAGTTATGCCCTATTATGGCGCGGTGTATCGTCTTGAAATTTTCACGA3'

AMPr

 4800

XmnI

CATCATTGGAAAACGTTCTTCGGGGCGAAAACTCTCAAGGATCTTACCGCTGTTGAGATCCAGTTCGATGTAACCCACTCGTGCACCCAACTGATCTTCA5'

GTAGTAACCTTTTGCAAGAAGCCCCGCTTTTGAGAGTTCCTAGAATGGCGACAACTCTAGGTCAAGCTACATTGGGTGAGCACGTGGGTTGACTAGAAGT3'

AMPr

 4900

GCATCTTTTACTTTCACCAGCGTTTCTGGGTGAGCAAAAACAGGAAGGCAAAATGCCGCAAAAAAGGGAATAAGGGCGACACGGAAATGTTGAATACTCA5'

CGTAGAAAATGAAAGTGGTCGCAAAGACCCACTCGTTTTTGTCCTTCCGTTTTACGGCGTTTTTTCCCTTATTCCCGCTGTGCCTTTACAACTTATGAGT3'

AMPr

 5000

SspI

TACTCTTCCTTTTTCAATATTATTGAAGCATTTATCAGGGTTATTGTCTCATGAGCGGATACATATTTGAATGTATTTAGAAAAATAAACAAATAGGGGT5'

ATGAGAAGGAAAAAGTTATAATAACTTCGTAAATAGTCCCAATAACAGAGTACTCGCCTATGTATAAACTTACATAAATCTTTTTATTTGTTTATCCCCA3'

 5100

TCCGCGCACATTTCCCCGAAAAGTGCCACCTGACGTCTAAGAAACCATTATTATCATGACATTAACCTATAAAAATAGGCGTATCACGAGATTGCAGTGA5'

AGGCGCGTGTAAAGGGGCTTTTCACGGTGGACTGCAGATTCTTTGGTAATAATAGTACTGTAATTGGATATTTTTATCCGCATAGTGCTCTAACGTCACT3'

 5200

BsmIHpaI

AAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTA5'

TTTTTTACGAAATAAACACTTTAAACACTACGATAACGAAATAAACATTGGTAATATTCGACGTTATTTGTTCAATTGTTGTTGTTAACGTAAGTAAAAT3'

SV40 Poly A

 5300

BsaBI

TGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGCTGATTATGATCCTCTAGAGTCGGTGGGCCT5'

ACAAAGTCCAAGTCCCCCTCCACACCCTCCAAAAAATTTCGTTCATTTTGGAGATGTTTACACCATACCGACTAATACTAGGAGATCTCAGCCACCCGGA3'

 5400

CGGGGGCGGGTGCGGGGTCGGCGGGGCCGCCCCGGGTGGCTTCGGTCGGAGCCATGGGGTCGTGCGCTCCTTTCGGTCGGGCGCTGCGGGTCGTGGGGCG5'

GCCCCCGCCCACGCCCCAGCCGCCCCGGCGGGGCCCACCGAAGCCAGCCTCGGTACCCCAGCACGCGAGGAAAGCCAGCCCGCGACGCCCAGCACCCCGC3'

 5500

DraIII

GGCGTCAGGCACCGGGCTTGCGGGTCATGCACCAGGTGCGCGGTCCTTCGGGCACCTCGACGTCGGCGGTGACGGTGAAGCCGAGCCGCTCGTAGAAGGG5'

CCGCAGTCCGTGGCCCGAACGCCCAGTACGTGGTCCACGCGCCAGGAAGCCCGTGGAGCTGCAGCCGCCACTGCCACTTCGGCTCGGCGAGCATCTTCCC3'

Puromycin resistance

 5600
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BssHII

GAGGTTGCGGGGCGCGGAGGTCTCCAGGAAGGCGGGCACCCCGGCGCGCTCGGCCGCCTCCACTCCGGGGAGCACGACGGCGCTGCCCAGACCCTTGCCC5'

CTCCAACGCCCCGCGCCTCCAGAGGTCCTTCCGCCCGTGGGGCCGCGCGAGCCGGCGGAGGTGAGGCCCCTCGTGCTGCCGCGACGGGTCTGGGAACGGG3'

Puromycin resistance

 5700

TGGTGGTCGGGCGAGACGCCGACGGTGGCCAGGAACCACGCGGGCTCCTTGGGCCGGTGCGGCGCCAGGAGGCCTTCCATCTGTTGCTGCGCGGCCAGCC5'

ACCACCAGCCCGCTCTGCGGCTGCCACCGGTCCTTGGTGCGCCCGAGGAACCCGGCCACGCCGCGGTCCTCCGGAAGGTAGACAACGACGCGCCGGTCGG3'

Puromycin resistance

 5800

SacII

GGGAACCGCTCAACTCGGCCATGCGCGGGCCGATCTCGGCGAACACCGCCCCCGCTTCGACGCTCTCCGGCGTGGTCCAGACCGCCACCGCGGCGCCGTC5'

CCCTTGGCGAGTTGAGCCGGTACGCGCCCGGCTAGAGCCGCTTGTGGCGGGGGCGAAGCTGCGAGAGGCCGCACCAGGTCTGGCGGTGGCGCCGCGGCAG3'

Puromycin resistance

 5900

AccI
SalI

RsrII

GTCCGCGACCCACACCTTGCCGATGTCGAGCCCGACGCGCGTGAGGAAGAGTTCTTGCAGCTCGGTGACCCGCTCGATGTGGCGGTCCGGGTCGACGGTG5'

CAGGCGCTGGGTGTGGAACGGCTACAGCTCGGGCTGCGCGCACTCCTTCTCAAGAACGTCGAGCCACTGGGCGAGCTACACCGCCAGGCCCAGCTGCCAC3'

Puromycin resistance

 6000

Tth111I

TGGCGCGTGGCGGGGTAGTCGGCGAACGCGGCGGCGAGGGTGCGTACGGCCCGGGGGACGTCGTCGCGGGTGGCGAGGCGCACCGTGGGCTTGTACTCGG5'

ACCGCGCACCGCCCCATCAGCCGCTTGCGCCGCCGCTCCCACGCATGCCGGGCCCCCTGCAGCAGCGCCCACCGCTCCGCGTGGCACCCGAACATGAGCC3'

Puromycin resistance

 6100

SbfIAgeI

TCATGGAAGGTCGTCTCCTTGTGAGGGGTCAGGGGCGTGGGTCAGGGGATGGTGGCGGCACCGGTCGTGGCGGCCGACCTGCAGGCATGCAAGCTAGCTT5'

AGTACCTTCCAGCAGAGGAACACTCCCCAGTCCCCGCACCCAGTCCCCTACCACCGCCGTGGCCAGCACCGCCGGCTGGACGTCCGTACGTTCGATCGAA3'

S...rP...e

 6200

SfiIAvrII

TTTGCAAAAGCCTAGGCCTCCAAAAAAGCCTCCTCACTACTTCTGGAATAGCTCAGAGGCCGAGGCGGCCTCGGCCTCTGCATAAATAAAAAAAATTAGT5'

AAACGTTTTCGGATCCGGAGGTTTTTTCGGAGGAGTGATGAAGACCTTATCGAGTCTCCGGCTCCGCCGGAGCCGGAGACGTATTTATTTTTTTTAATCA3'

SV40 Promoter

 6300

CAGCCATGGGGCGGAGAATGGGCGGAACTGGGCGGAGTTAGGGGCGGGATGGGCGGAGTTAGGGGCGGGACTATGGTTGCTGACTAATTGAGATGCATGC5'

GTCGGTACCCCGCCTCTTACCCGCCTTGACCCGCCTCAATCCCCGCCCTACCCGCCTCAATCCCCGCCCTGATACCAACGACTGATTAACTCTACGTACG3'

SV40 Promoter

 6400

TTTGCATACTTCTGCCTGCTGGGGAGCCTGGGGACTTTCCACACCTGGTTGCTGACTAATTGAGATGCATGCTTTGCATACTTCTGCCTGCTGGGGAGCC5'

AAACGTATGAAGACGGACGACCCCTCGGACCCCTGAAAGGTGTGGACCAACGACTGATTAACTCTACGTACGAAACGTATGAAGACGGACGACCCCTCGG3'

SV40 Promoter

 6500

Xu et al., Transcriptome and targetome analysis in miR155 expressing cells using RNA-seq, RNA, 1010, 16: 1610-1622
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TGGGGACTTTCCACACCAATCTTTCGTC5'

ACCCCTGAAAGGTGTGGTTAGAAAGCAG3'

 6528

Xu et al., Transcriptome and targetome analysis in miR155 expressing cells using RNA-seq, RNA, 1010, 16: 1610-1622
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